STREET: Two Embarcadero Center,. Eighth Floor 

CITY: San Francisco 

STATE: California 

COUNTRY : USA 

ZIP : 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER : US/08/758 , 417A 

FILING DATE: 02-Dec-1996 

CLASSIFICATION: <Unknown> 
; PRIOR APPLICATION DATA: 

: APPLICATION NUMBER : US 08/728,463 

; FILING DATE: 10 -OCT- 1996 

- APPLICATION NUMBER: US 08/544,404 

FILING DATE: 10-OCT-1995 

APPLICATION NUMBER: US 08/352,322 

FILING DATE: 07-DEC-1994 

APPLICATION NUMBER: US 08/209,741 

FILING DATE: 09-MAR-1994 

APPLICATION NUMBER: US 08/165,699 
; FILING DATE: 10-DEC-1993 

; APPLICATION NUMBER: US 08/161,73,9 

; FILING DATE: 03-DEC-1993 

APPLICATION NUMBER: US 08/155,301 

FILING DATE: 18- NOV - 1 9 9 3 

APPLICATION NUMBER : US 08/096,762 

FILING DATE: 22-JUL-1993 

APPLICATION NUMBER: US 08/053,131 

FILING DATE: 2 6-APR-1993 
; APPLICATION NUMBER: US 07/990,860 

FILING DATE: 16-DEC-1992 
ATTORNEY/ AGENT INFORMATION: 

NAME: Serafini, Andrew T. 

REGISTRATION NUMBER : 41,3 03 

REFERENCE/DOCKET NUMBER: 014 64 3 - 0 0 903 0US 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (415) 576-0200 

TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 208: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 43 9 base pairs 

TYPE: nucleic acid 

STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA 

SEQUENCE DESCRIPTION: SEQ ID NO: 208: 
US-0 8-758-417A-208 

Query Match 100.0%; Score 439; DB 3; Length 439; 

Best Local Similarity 100.0%; Pred. No. l.le-133; 

Matches 439; Conservative 0; Mismatches 0; Indels 0; Gaps 



1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 



Db 


1 


IIMIIIIIIIIIIMIIIIMIIIIIMIMMIMMMIIMIIIIIIIIIIIIM! 

ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 


60 


Qy 


61 


AGATGTGACATCCAGATGACCCAGTCTCCATCCTCAGTGTCTGCATCTGTAGGAGACAGA 


120 


Db 


61 


1 1 1 1 1 1 II M 1 II 1 1 1 M 1 II 1 1 II 1 1 1 II II 1 II 1 M 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 M 

AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 


120 


Qy 


121 


GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 

1 MM IMIMII Mill MINIMI III II III Mill IMIIIIIIIIIMIIIIII 

GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 


18 0* 


Db 


121 


180 


Qy 


181 


AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 

IMMMMMMMMMMMMMMMMMMMMMIMMMMMMMM 

AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 


240 


Db 


131 


240 


Qy 


241 


CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 


300 


Db 


241 


M Mill MIMI Ml IIIIIMM Mill III IIMIIMIIIMIIIIMMMMII 

CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 


300 


Qy 


301 


CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACAGTTTT 


360 


Db 


301 


1 M II 1 M II II 1 1 1 1 M II 1 1 M II II 1 1 1 M II 1 II 1 1 1 II M M 1 M M 1 1 1 M II 1 

CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 


360 


Qy 


3 6 1 


pp n r* a n nr n a r r a a r PTHH an A TP A A A m A A C TGTGG C TGC ACC ATC TGTCTTCATCTTC 

M II 1 1 II Ml M II 1 1 1 M M 1 1 M 1 1 II 1 ! II II II M II 1 1 1 1 1 1 M II 1 M 1 M 1 1 

GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 


420 


Db 


361 


420 


Qy 


421 


CCGCCATCTGATGAAGCTT 439 




Db 


421 


1 M 1 1 M 1 M II 1 1 1 1 1 M 
CCGCCATCTGATGAAGCTT 43 9 





RESULT 3 

US-09-042-353-393 

; Sequence 393, Application US/09042353 

; Patent No. 6255458 

; GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 

APPLICANT : Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 6255458 -Human Animals for 
TITLE OF INVENTION: Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 421 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Townsend and Townsend and Crew LLP 

STREET: Two Embarcadero Center, Eighth Floor 

CITY: San Francisco 

STATE: California 

COUNTRY : USA 

ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC -DOS/ MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/09/042 , 353 
FILING DATE: 13 -MAR- 1998 



CLASSIFICATION : 800 
PRIOR APPLICATION DATA : 

APPLICATION NUMBER: US 07/810,279 
FILING DATE: 17-DEC-1991 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/853,408 
FILING DATE: 18-MAR-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/904,068 
FILING DATE: 23-JUN-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/990,860 
FILING DATE: 16-DEC-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/053,131 * 
FILING DATE: 26-APR-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/096,762 
FILING DATE: 22-JUL-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/155,301 
FILING DATE: 18 -NOV- 1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/161,739 
FILING DATE: 03-DEC-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/165,699 
FILING DATE: 10-DEC-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/209,741 
FILING DATE: 09-MAR-1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/352,322 
FILING DATE: 07-DEC-1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/544,4 04 
FILING DATE: 10-OCT-1995 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 
FILING DATE: 10 -OCT- 1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US96/ 16433 
FILING DATE: 10 -OCT- 1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/758,417 
FILING DATE: 02 -DEC- 1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US97/21803 
FILING DATE: 01-DEC-1997 
ATTORNEY / AGENT INFORMATION: 
NAME: Apple, Randolph T. 
REGISTRATION NUMBER: 3 6,42 9 
REFERENCE/DOCKET NUMBER: 014643 - 00904 0US 
TELECOMMUNICATION INFORMATION: 
TELEPHONE : (415) 576-0200 
TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 3 93: 



SEQUENCE CHARACTERISTICS: 
LENGTH: 3819 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA 
US-09-042-353-393 

Query Match 86.1%; Score 377.8; DB 3; Length 3819; 

Best Local Similarity 92.5%; Pred. No. 3e-113; 

Matches 397; Conservative 0; Mismatches 32; Indels 0; Gaps t 0; 
Q Y 6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 6 5 

MM I MM I I'M! M MMMMMMM MMMMI MMMI 

Db 244 5 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 2 5 04 

Qy 66 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

IIIIMIIIIMIIIIMMIMIM II IMMMMMMM MMM 

Db 2505 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 2564 

Qy 12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 185 

M 1 1 1 . 1 I U U ! 1 1 1 1 1 1 M M M M M M M M M M M I M M M I M M I 

Db 2 5 65 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 2 624 

Qy 3 86 AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 245 

M MM I MM M MIMMMI MMMMMMMMMMM MIMIM 

Db 2 6 25 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 684 



Qy 24 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

MM MM MM MMM MMMMMMM MMMMMMIMMMIMM Ml 

Db 2 6 35 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 2.74 4 

q y 106 TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCA 3 65 

MMMMMMMMM M M MMM II M M II M M M M M i M I M 

D b 2 74 5 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 2 804 

Qy 3 66 GGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 4 2 5 

Ml I I M M 1 1 1 1 1 1 1 II M I II 1 1 1 1 1 II I II I II I M II I 1 1 II 1 1 M I M I I II 1 1 

Db 2 805 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 2 864 



Qy 42 6 ATCTGATGA 4 34 

MIIIIIM 

Db 2 865 ATCTGATGA 2 87 3 



RESULT 4 

US-08-758-417A-243 

; Sequence 243, Application US/08758417A 
; Patent No. 6300129 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 6300129-Human Animals for 

Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 417 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Townsend and Townsend and Crew LLP 



STREET: Two Embarcadero Center, Eighth Floor 

CITY: San Francisco 

STATE: California 

COUNTRY: USA 

ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
; ' COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/758 , 417A 

FILING DATE: 02 -Dec- 1996 

CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 

FILING DATE: 10 -OCT- 1996 

APPLICATION NUMBER: US 08/544,404 

FILING DATE: 10-OCT-1995 

APPLICATION NUMBER: US 08/352,322 

FILING DATE: 07 -DEC- 1994 

APPLICATION NUMBER : US 08/209,741 

FILING DATE: 09-MAR-1994 

APPLICATION NUMBER: US 08/165,699 

FILING DATE: 10-DEC-1993 

APPLICATION NUMBER: US 08/161,739 

FILING DATE: 03 -DEC- 1993 

APPLICATION NUMBER: US 08/155,301 

FILING DATE: 18 -NOV- 1993 

APPLICATION NUMBER: US 08/096,762 

FILING DATE: 22 -JUL- 1993 

APPLICATION NUMBER: US 08/053,131 

FILING DATE: 26-APR-1993 

APPLICATION NUMBER: US 07/990,860 

FILING DATE: 16 -DEC- 1992 
ATTORNEY/AGENT INFORMATION: 

NAME: Serafini, Andrew T. 

REGISTRATION NUMBER: 41,3 03 

REFERENCE/DOCKET NUMBER: 014643 - 009030US 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (415) 576-0200 

TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 243: 
SEQUENCE CHARACTERISTICS : 

> LENGTH: 3 819 base pairs 

TYPE: nucleic acid 

STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE : DNA 

SEQUENCE DESCRIPTION: ' SEQ ID NO: 243: 
US-08-758-417A-243 

Query Match 86.1%; Score 377.8; DB 3; Length 3819; 

Best Local Similarity 92.5%; Pred. No. 3e-113; 

Matches 3 97; Conservative 0; Mismatches 32; Indels 0; Gaps 



Qy 



6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 



Db 


2445 


III! 1 MM 1 M II M 1 1 1 1 1 IIIMIMIMIII MIIIMM 1 1 1 1 ! 1 1 

CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 


2504 


Qy 


66 


TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 

1 1 M II II M 1 Ml 1 1 1 1 II 1 II II 1 II MIIIMM IIIIMIMMMIIMM 

CGACATCCAGATGACCCAGTGTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 


125 


Db 


2505 


2564 


Qy 


126 


CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 

IMMMMMIMMMIMM Mill IMIMMMM Mill III III II Mill 

CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 


185 


Db 


2565 


2624 


Qy 


186 


AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 


245 


Db 


2625 


M Mill MUM IIIMIMM IMIIIMIIIMIIIIIIIM IIIIMM 

AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 


2684 


Qy 


246 


AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 

1 1 11 1 1 1 1 1 1 1 1 IMMIIMIIIIIIMIIIIIIIMIIIMIIIIIIIIIIIIIMI 

AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 


305 


Db 


2685 


2744 


Qy 


306 


TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCA 

i mi mi inn mi ii ii linn i Mini iininmiim n 

TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 


365 


Db 


2745 


2804 


Qy 


366 


GGGGACCAAGCTGGAGATC AAACGAAL 1 G 1 GGC 1 GL ACCA1 LlblLl 1 1_ A lull CUULrCL. 

III 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 


/IOC 
4 Z O 


Db 


2805 


2864 


Qy 


426 


ATCTGATGA 434 




Db 


2865 


IMIIMII 
ATCTGATGA 2 873 





RESULT 5 

US-09-472-087-62 

; Sequence 62, Application US/09472087 

; Patent No. 6682736 

; GENERAL INFORMATION: 

; APPLICANT: HANSON, DOUGLAS C. 

APPLICANT: NEVEU, MARK J. 

APPLICANT: MUELLER, EILLEN E. 
; APPLICANT: HANKE , JEFFREY H. 
; APPLICANT: GILMAN, STEVEN C. 
; APPLICANT: DAVIS, C. GEOFFREY 

APPLICANT: CO RV ALAN , JOSE R. 

TITLE OF INVENTION: HUMAN MONOCLONAL ANTIBODIES TO CTLA-4 
FILE REFERENCE: ABX-PF1 

CURRENT APPLICATION NUMBER: US/ 0 9/472 , 087 
; CURRENT FILING DATE: 1999-12-23 

PRIOR APPLICATION NUMBER: 60/113,647 
PRIOR FILING DATE: 1998-12-23 
; NUMBER OF SEQ ID NOS : 147 

SOFTWARE: Patentln Ver . 2.1 
; SEQ ID NO 62 
LENGTH: 714 
TYPE : DNA 

ORGANISM: Homo sapiens 
US-09-472-087-62 



Query Match 83.9%; Score 368.4; DB 4; Length 714; 

Best Local Similarity 90.6%; Pred. No. 1.7e-110; 

Matches 393; Conservative 0; Mismatches 41; Indels 0; Gaps 



0; 



Qy a ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 60 

MINIMI I MMM 1 1 1 1 1 1 1 1 1 M ! M I M 1 1 ! ! MIM Ml IIIIIM 

Db 1 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTACTCTGGCTCCGAGGTGCC 60 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

II II I II 1 1 1 1 1 II 1 1 1 1 II I M II II 1 1 M M II MMMMMMMMMIIMM 

Db 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGA 12 0 

Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 180 

II MMII II MM MIM MMII I MM Mill MM IMIMMMM 

Db 121 GTCACCATCACTTGCCGGGCAAGTCAGAGCATTAACAGCTATTTAGATTGGTATCAGCAG 18 0 

Qy 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

MIMM M M MIM 1 11 1 1 1 1 1 1 1 IIMIIIMIMIIIIIIIIIMMI 

Db 131 AAACCAGGGAAAGCCCCTAAACTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

M M II M M 1 1 II 1 1 1 1 1 1 1 1 M M 1 1 1 1 1 1 M 1 1 1 1 1 1 M 1 1 1 1 ! 1 1 1 1 1 1 1 1 III 

Db 241 CCATCAAGGTTCAGTGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGTCTG 3 00 

Q^r . 301 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

II Mill IMMMIMM Ml Mill IIIIIIMI I Ml II I MMM 

Db 3 01 CAACCTGAAGATTTTGCAACTTACTACTGTCAACAGTATTACAGTACTCCATTCACTTTC 3 60 

Qy 361 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

MM MIIIMI 1 1 1 1 1 1 M I M I II 1 1 1 1 1 1 1 1 1 1 M I M I II M 1 1 M II I II 

Db- 361 GGCCCTGGGACCAAAGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

Qy 421 CCGCCATCTGATGA 4 34 

IIIIIIIIIIIMI 

Db 421 CCGCCATCTGATGA 43 4 



RESULT 6 

US-08-157-101A-4 

Sequence 4, Application US/08157101A 
Patent No. 5808032 
GENERAL INFORMATION: 

APPLICANT: KURIHARA, TATSUYA 
APPLICANT: MATSUKURA, SHIGEKAZU 
APPLICANT: TSURUOKA, NOBUO 
AP PL I CANT : ARIMA, KEN J I 
APPLICANT: NISHIHARA, TATSURO 

TITLE OF INVENTION: ANTI-HBs ANTIBODY GENES AND EXPRESSION 
TITLE OF INVENTION: PLASMIDS THEREFOR 
NUMBER OF SEQUENCES: 9 
CORRESPONDENCE ADDRESS : 

ADDRESSEE: PILLSBURY, MADISON & SUTRO 
STREET: 1100 NEW YORK AVENUE, N.W. 
CITY: WASHINGTON 
STATE : D . C . 
COUNTRY : USA 



ZIP: 20005 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC -DOS/MS -DOS 

SOFTWARE: Patent In Release #1.0, Version #1.2 5 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/157 , 101A 
FILING DATE: 05-APR-1994 
CLASSIFICATION: 530 
ATTORNEY /AGENT INFORMATION: 
NAME: TITUS, MARL ANA K 
REGISTRATION NUMBER: 3 5 843 
REFERENCE/DOCKET NUMBER: 9437/204199 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: 2 02-861-3711 
TELEFAX: 202-822-0944 
TELEX: 6 714 627 CUCH 
INFORMATION FOR SEQ ID NO : 4 : 
SEQUENCE CHARACTERISTICS: 
LENGTH: - 1066 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA (genomic) 
US-08-157-101A-4 

Query Match 83.2%; Score 365.2; DB 1; Length 1066; 

Best Local Similarity 90.1%; Pred. No. 2.2e-109; 

Matches. 391; Conservative 0; Mismatches 43; Indels 0; Gaps 0; 
Qy 1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 60 

1 1 1 1 1 1 ! 1 1 I MINI IIIIIIIMMIIIIIIIIMIIIIII MMIIIIIMI 

Db 3 3 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTGCC 92 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

I ! I I I I I I I I II I M I I I I I I I I I I I I I I M I U III II HUM 'Ml 

Db 93 AGGTGTGACATCCAGATGACCCAGTCTCCATCTGCCATGGCTGCATCTGTAGGAGACAGA 152 

Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 18 0 

MINI MINI MINIM I MINIM III III I 1 1 1 1 1 1 1 1 1 1 1 N 1 1 1 

Db 153 GTCACCATCACTTGTCGGGCGAGTCAGGGCATTGGCAATTATTTAGTCTGGTTTCAGCAG 212 

Qy 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

MM Ml Mill III Ml MM I II 1 1 M 1 1 M 1 1 M I II M II 1 1 1 II I I 

Db 213 AAACCAGGGAAAGTCCCTAAGCGCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTC 2 72 

Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

Mill 1 1 1 1 1 1 i i 1 1 ! 1 1 1 1 f 1 1 E f 1 1 1 1 1 1 1 M IMMMMM IIMIMI III 

Db 2 73 CCATCGAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACAATCAGCAGACTG 3 32 

Qy 3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

II i 1 1 1 I ! 1 1 1 II 1 1 1 1 1 1 1 1 1 ! 1 1 II 1 1 I III II III MIMM I Ml 

Db 3 33 CAGCCTGAAGATTTTGCAACTTATTACTGTCTACATCATAATAATTACCCGCTAAGTTTC 3 92 

Qy 361 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

Ml IMMIMI 1 1 1 1 1 1 1 1 1 1 1 1 E I E 1 1 1 1 1 1 1 » 1 1 1 1 1 1 1 1 1 1 E 1 1 1 i 1 1 1 1 1 1 



3 93 GGCGGAGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 4 52 



Qy 421 CCGCCATCTGATGA 4 34 

llllllllllllll 

Db 453 CCGCCATCTGATGA 4 66 



RESULT 7 , , 

US-09-042-353-420 

; Sequence 420, Application US/09042353 
; Patent No. 6255458 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 

APPLICANT: Kay, Robert M. ' 

TITLE OF INVENTION: Transgenic No. 6255458 -Human Animals for 
TITLE OF INVENTION: Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 421 
CORRESPONDENCE ADDRESS : 

ADDRESSEE : Townsend and Townsend and Crew LLP 

STREET: Two Embarcadero Center, Eighth Floor 

CITY: San Francisco 
; STATE: California 

COUNTRY : USA 

ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
; COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC -DOS /MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 09/ 042 , 3 53 

FILING DATE: 13-MAR-1998 

CLASSIFICATION: 800 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/810,279 

FILING DATE: 17-DEC-1991 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/853,4 08 

FILING DATE: 18-MAR-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/904,068 

FILING DATE: 23-JUN-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/990,860 

FILING DATE: 16 -DEC- 1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/053,131 

FILING DATE: 26-APR-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/096,762 

FILING DATE: 22-JUL-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/155,301 

FILING DATE: 18-NOV-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/161,739 

FILING DATE: 03-DEC-1993 



PRIOR APPLICATION DATA: 

APPLICATION .NUMBER: US 08/165,699 
FILING DATE: 10-DEC-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/209,741 
FILING DATE: 0 9 -MAR -1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/352,322 
FILING DATE: 07 -DEC- 1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/544,404 
FILING DATE: 10-OCT-1995 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 
FILING DATE: 10.-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US96/ 1643 3 
FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/758,417 
FILING DATE: 02 -DEC- 1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US97/2 1803 
FILING DATE: 01-DEC-1997 
ATTORNEY /AGENT INFORMATION: 
NAME: Apple, Randolph T. 
REGISTRATION NUMBER: 36,429 
REFERENCE/DOCKET NUMBER: 014643 - 009040US 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (415) 576-0200 
TELEFAX : (415) 576-0300 
INFORMATION FOR SEQ ID NO: 420: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 4 20 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA 
US-09-042-353-420 

Query Match 81.5%; Score 357.8; DB 3; Length 420; 

Best Local Similarity 92.2%; Pred. No. 3.8e-107; 

Matches 377; Conservative 0; Mismatches 32; Indels 0; Gaps 0 
Qy 6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 65 

I 1 1 1 I MM I MINIMI M 1 1 1 1 1 1 1 1 1 M II I 1 1 1 1 1 1 1 1 1 I M 1 1 1 1 

D b 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

Qy 6 6 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

1 1 1 1 1 M I! 1 1 ! M 1 1 1 1 1 1 1 1 1 1 M II MIIIIMIIIIIIMIIIIIIIMIII 

D b 7 2 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

Qy 12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 185 

1 1 1 I 1 1 1 1 1 i I M i M II I II 1 1 MIMMIMMMMIMMMMIMM Mill 

D b 13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 



Qy 



186 AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 245 



II Mill MINI IMIIMIM IMIIIMIIIIIIMIIIIM llllllll 

D b 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

Qy 2 4 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

II II MINIM II I II I II I M 1 1 1 i 1 1 1 M I I M 1 1 I M M 1 1 M I M I II 1 1 1 1 II 

Db 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

Qy 3 06 TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCA 3 65 

1 1 1 1 1 1 1 1 1 I II 1 1 1 1 M II II llllll I llllll MIMIIIIIMIM M 

Db 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

Qy 3 66 GGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 414 

Ml MM I Mill I MINIMI! Ml I IIIIMIM Mill Mill I 

Db 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 



RESULT 8 

US- 08 -758 417A-22 0 

; Sequence 220, Application US/08758417A 
; Patent No. 6300129 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
; Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 6300129-Human Animals for 

Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 417 
; CORRESPONDENCE ADDRESS : 

ADDRESSEE : Townsend and Townsend and Crew LLP 
STREET: Two Embarcadero .Center, Eighth Floor 
CITY: San Francisco 
STATE: California 
COUNTRY: USA 
ZIP : 94111-3834 
COMPUTER READABLE FORM : 

- ..' MEDIUM TYPE: Floppy disk 
; COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 
SOFTWARE: Patent In Release #1.0, Version #1.3 0 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/758 , 417A 
FILING DATE: 02 -Dec- 1996 
CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 
FILING DATE: 10-OCT-1996 
APPLICATION NUMBER: US 08/544,404 
FILING DATE: 10 -OCT- 1995 
APPLICATION NUMBER: US 08/352,322 
FILING DATE: 07 -DEC- 1994 
APPLICATION NUMBER: US 08/209,741 
FILING. DATE: 09-MAR-1994 
APPLICATION NUMBER: US 08/165,699 
FILING DATE: 10-DEC-1993 
APPLICATION NUMBER: US 08/161,73 9 
FILING DATE: 03-DEC-1993 
APPLICATION NUMBER: US 08/155,301 
FILING DATE: 18 -NOV- 1993 



APPLICATION NUMBER: US 08/096,762 
FILING DATE: 22-JUL-1993 
APPLICATION NUMBER: US 08/053,131 
FILING DATE: 26-APR-1993 
APPLICATION NUMBER: US 07/990,860 
FILING DATE: 16-DEC-1992 
ATTORNEY/ AGENT INFORMATION: 

NAME: Serafini, Andrew T. 
REGISTRATION NUMBER: 41,303 
REFERENCE/DOCKET NUMBER: 0 1464 3 - 0 0 90-3 0US 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (415) 576-0200 
TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 220: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 42 0 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA 

SEQUENCE DESCRIPTION: SEQ ID NO: 22 0: 
US-0 8-75 8-417A-22 0 

Query Match 81.5%; Score 357.8; DB 3; Length 420; 

Best Local Similarity 92.2%; Pred . No. 3.8e-107; 

Matches 377; Conservative 0; Mismatches 32; Indels 0; Gaps 0; 
Qy 6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 65 

1 1 1 1 I 1 1 1 1 I I IIMIIII II IMIIIII I llli MINIMI I III III 

jDb 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

Qy 6 6 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 125 

1 II 1 1 M 1 1 1 1! I M 1 1 II 1 1 1 1 1 M II 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M M 

Db 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

Qy 12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 185 

IMIIIIMMMIIIIIIIIII IIIIIIIIIIIIIIIIIIIIIIIIMIIII Mill 

Db 132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

Qy 18 6 AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 245 

II Mill I Mill MM llllll I Mill Ml II Ml Ml Ml II IIMIIII 

Db 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

Qy 246 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

I I I M 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 i i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 i i 

Db 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

Qy 3 06 TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCA 3 65 

I I M I M I M I II I II 1 1 II II llllll I llllll MMMMMIMM II 

Db 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

Qy 3 66 GGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 414 

III MM III IMIIIIIMIIIIIIMI llllll I Illlllllllll 

Db 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 



RESULT 9 



US-09-042-353-358 

; Sequence 358, Application US/09042353 
; Patent No. 6255458 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 

APPLICANT: Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 6255458 -Human Animals for 
TITLE OF INVENTION: Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 421 
CORRESPONDENCE ADDRESS: 
; ADDRESSEE: Townsend and Townsend and Crew LLP 

STREET: Two Embarcadero Center, Eighth Floor 
; CITY: San Francisco 

STATE: California 

COUNTRY : USA 

ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC -DOS /MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 09/ 042 ,353 
; FILING DATE: 13-MAR-1998 

CLASSIFICATION: 800 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/810,279 

FILING DATE: 17-DEC-1991 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/853,408 

FILING DATE: 18 -MAR- 1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/904,068 

FILING DATE: 23-JUN-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/990,860 

FILING DATE: 16-DEC-1992' 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/053,131 

FILING * DATE : 26-APR-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/096,762 

FILING DATE: 22 -JUL- 1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/155 , 3 01 

FILING DATE: 18- NOV - 1 9 9 3 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/161,739 

FILING DATE: 03 -DEC- 1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/165,699 

FILING DATE: 10-DEC-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/209,741 

FILING DATE: 09-MAR-1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/352,322 



FILING DATE: 07-DEC-1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/544,404 

FILING DATE: 10-OCT-1995 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER : US 08/72 8,463 

FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US 96/ 164 3 3 

FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/758,417 

FILING DATE: 02 -DEC- 1 996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US97/21803 

FILING DATE: 01-DEC-1997 
ATTORNEY /AGENT INFORMATION: 

NAME: Apple, Randolph T. 

REGISTRATION NUMBER: 36,429 

REFERENCE/DOCKET NUMBER: 014 64 3 - 00 904 0US 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (415) 576-0200 

TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO : 3 58: 

SEQUENCE CHARACTERISTICS: , 

LENGTH: 388 base pairs . 
; TYPE: nucleic acid 

STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE : DNA 
US-09-042-353-358 

Query Match 80.0%; Score 351.2; DB 3; Length 388; 

Best Local Similarity 94.1%; Pred . No. 5.3e-105; 

Matches 365; Conservative 0; Mismatches 23; Indels 0; Gaps 0; 

ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 6 0 

MINIMI I IMIM IMMIMMMMIIMIMMIMI II ! 1 1 1 1 1 1 M 

ATGGACATGATGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCC 6 0 
AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

II II I II 1 1 1 M M II M II I II II 1 1 1 1 1 1 1 1 I II 1 1 1 I 1 1 1 M I II II I II I M 

AGATGCGACATCCAGATGACCCAGTCTCCAt CTTCCGTGTCTGCATCTGTAGGAGACAGA 12 0 
GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 18 0 

I II 1 1 1 1 1 1 1 1 M I M I M 1 1 1 II 1 1 1 1 I I E 1 1 1 1 i I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 

GTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCAT 180 
AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

I M 1 1 1 1 MMIIIIMIII 1 1 1 1 1 1 1 1 E I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 i 1 1 

AAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 
CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

I I I I II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 M I II 1 1 I! 1 1 II II 1 1 M II 1 1 1 M 1 1 I 

CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 0 0 
CAGCCTGAAGATTTTGCAACTTATTACTGCC AACAGTATGATAGTTACCCGTAC ACTTTT 3 60 



QY 
Db 

QY 
Db 

QY 
Db 

QY 
Db 

QY 
Db 

QY 



1 

1 
61 
61 
121 
121 
181 
181 
241 
■241 
301 



I II I II II MM I II MINIM II II I I Ml I Mill M III Mill Mill 

Db 301 CAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTT 3 60 



Qy 3 61 GGCCAGGGGACCAAGCTGGAGATCAAAC 3 88 

I I I I M II I II I M I II I I II I I I II I I 
Db 361 GGCCAGGGGACCAAGCTGGAGATCAAAC 3 88 



RESULT 10 

US-08-758-417A-206 

; Sequence 206, Application US/08758417A 
; Patent No. 6300129 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 6300129-Human Animals for 

Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 417 
CORRESPONDENCE ADDRESS : 
; ADDRESSEE : Townsend and Townsend and Crew LLP 

STREET: Two Embarcadero Center, Eighth Floor 

CITY: San Francisco 
; STATE: California 

COUNTRY: USA 

ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1-0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 08/758 , 4 17 A 

FILING DATE: 02 -Dec- 1996 

CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 

FILING DATE: 10-OCT-1996 

APPLICATION NUMBER: US 08/544,404 

FILING DATE: 10 -OCT- 1995 

APPLICATION NUMBER: US 08/352, 322 

FILING DATE: 07-DEC-1994 

APPLICATION NUMBER: US 08/209,741 

FILING DATE: 09-MAR-1994 

APPLICATION NUMBER: US 0 8/165,699 

FILING DATE: 10-DEC-1993 

APPLICATION NUMBER: US 08/161,739 

FILING DATE: 03-DEC-1993 

APPLICATION NUMBER: US 08/155,301 

FILING DATE: 18-NOV-1993 

APPLICATION NUMBER: US 08/096,762 

FILING DATE: 22 -JUL- 1993 

APPLICATION NUMBER: US 08/053,131 

FILING DATE: 26-APR-1993 

APPLICATION NUMBER: US 07/990,860 

FILING DATE: 16-DEC-1992 
ATTORNEY / AGENT INFORMATION: 

NAME : Serafini, Andrew T. 



REGISTRATION NUMBER: 41,3 03 

REFERENCE/ DOCKET NUMBER: 014643 - 009030US 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (415) 576-0200 

TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 206: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 3 88 base pairs 

TYPE: nucleic acid 

STRANDEDNESS : single 

TOPOLOGY : linear 
MOLECULE TYPE: DNA 

SEQUENCE DESCRIPTION: SEQ ID NO : 2 06: 
US-08-75 8-417A-2 06 

Query Match 80.0%; Score 351.2; DB 3; Length 388; 

Best Local Similarity 94.1%; Pred. No. 5.3e-105; 

Matches 3 65; Conservative 0; Mismatches 23; Indels 0; Gaps 0; 
Qy 1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 60 

MINIMI I MMII 1 1 i 1 1 1 1 M 1 1 M ! I II I M 1 1 i 1 1 1 1 MINIMI II 

Db 1 ATGGACATGATGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCC 60 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

Mill I i 1 1 1 1 II 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 IIIIIIMIMIIIIIIIIIMI 

Db 61 AGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGA 12 0 

Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 180 

MMIIIIIIIIMIIIIIMIIIIMI IIIIIIIIIIIIIIIIIMMIIIIIIIM 

Db 121 GTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCAT 180 

Qy 131 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

1 1 1 II II II I II I II I II II II 1 1 1 1 1 1 II 1 1 1 1 II II 1 1 II II 1 1 1 II 1 1 II 1 1 1 

Db 131 AAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

I 1 1 ' 1 1 I M 1 1 1 II I II I M 1 1 i I i 1 1 M 1 1 1 1 M I 1 1 1 1 1 1 ! I 

Db 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

Qy 3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

I E 1 1 f 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 f I II II II I 1 1 1 1 1 1 IMIMMIIIII 

Db 3 01 CAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTT 360 

Qy 361 GG C C AGGGG AC C AAGC TGG AG AT C AAAC 38 8 

IMIIIIMIIMIIMIIIIIIIIIII 
Db 3 61 GGCCAGGGGACCAAGCTGGAGATCAAAC 3 88 



RESULT 11 
US-09-343-485A-3 

; Sequence 3, Application US/09343485A 

; Patent No. 6413777 

; GENERAL INFORMATION: 

; APPLICANT: REFF, MITCHELL R. 

APPLICANT: BARNETT, RICHARD S. 
; APPLICANT: MCLACHLAN , KAREN R. 

; TITLE OF INVENTION: NOVEL METHOD FOR INTEGRATING GENES AT SPECIFIC SITES IN 



TITLE OF INVENTION: MAMMALIAN CELLS VIA HOMOLOGOUS RECOMBINATION AND 
TITLE OF INVENTION: VECTORS FOR ACCOMPLISHING THE SAME 
FILE REFERENCE: 0 3 7 0 0 3-0275807 
CURRENT APPLICATION NUMBER: US/ 0 9/343,4 8 5A 
CURRENT FILING DATE : 1999-06-30 
PRIOR APPLICATION NUMBER: 09/023,715. 
PRIOR FILING DATE: 1998-02-13 
PRIOR APPLICATION NUMBER: 08/819,866 
PRIOR FILING DATE: 1997-03-14 
NUMBER OF SEQ ID NOS : 3 
SOFTWARE: Patentln Ver . 2.1 
SEQ ID NO 3 

.LENGTH: 1904 0 
TYPE : DNA 

ORGANISM :. Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description "of Artificial Sequence: Synthetic DNA 
OTHER INFORMATION: referred to as "Mandy" 
US-09-343-485A-3 



Query Match 79.9%; Score 350.8; DB 4 

Best Local Similarity 88.0%; Pred. No. 4.2e-104 
Matches 382; Conservative 0; Mismatches 52 



Length 19040; 

Indels 0; Gaps 0; 



Qy 1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 60 

1 1 1 1 1 1 1 II I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I II 1 1 1 1 1 1 1 1 

Db 7 54 5 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTTCTGCTCTGGCTCCCAGGTGCC 76 04 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

I MM llllll I !l llllll llllllll MM II IIIIMIIIIIIIIIII llllll 

Db 7 6 05 AGATGTGACATCCAGATGACCCAGTCTCCATCTTCCCTGTCTGCATCTGTAGGGGACAGA 7 664 

Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 180 

MMIIIIIIIIM 1 1 1 1 MIM Mill I III MINIMUM 

Db 7 665 GTCACCATCACTTGCAGGGCAAGTCAGGACATTAGGTATTATTTAAATTGGTATCAGCAG 7 724 

Qy 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

MIMM Mill llllll M M 1 1 1 1 1 1 MMMMMMMMMMIMM 

Db 7 725 AAACCAGGAAAAGCTCCTAAGCTCCTGATCTATGTTGCATCCAGTTTGCAAAGTGGGGTC 7784 

Qy 241 CCATCAAGGTTCAGCGGCAGf GGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 0 0 

Mill I 1 1 Ml II I MUM llllll II I llllll MM MUM II MM MIMM 

Db 7 7 85 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAGTTCACTCTCACCGTCAGCAGCCTG 7 844 

Qy 3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

M I II I I II I I I II M I M M II I I I I I I II II llllll Ml II II 

Db 7 84 5 CAGCCTGAAGATTTTGCGACTTATTACTGTCTACAGGTTTATAGTACCCCTCGGACGTTC 7904 

Qy 3 61 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

Mill llllllll I MM 1 1 II II I III IIIMIIIIMIIMM MIMM 

Db 7 905 GGCCAAGGGACCAAGGTGGAAATCAAACGTACGGTGGCTGCACCATCTGTCTTCATCTTC 7 964 

Qy 4 21 CCGCCATCTGATGA 4 34 

IMMMMIMM 
Db 7 965 CCGCCATCTGATGA 7 97 8 



RESULT 12 
US-08-488-376-16 

Sequence 16, Application US/08488376 
Patent No. 5811524 
GENERAL INFORMATION: 



BRAMS , Peter 
CH AMAT , Soulaima Salim 
PAN, Li-Zhen 
WALSH , Edward E. 
HEARD , Cheryl Janne 
NEWMAN, Roland Anthony 

NEUTRALIZING HIGH AFFINITY HUMAN 

MONOCLONAL ANTIBODIES SPECIFIC TO RSV F- PROTEIN AND 
METHODS FOR THEIR MANUFACTURE AND THERAPEUTIC USE 
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Swecker & Mathis 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
TITLE OF INVENTION 
TITLE OF INVENTION 
TITLE OF INVENTION 
THEREOF 

NUMBER OF SEQUENCES 
CORRESPONDENCE ADDRESS : 
ADDRESSEE: Burns, Doane 
STREET: P.O. Box 1404 
CITY : Alexandria 
STATE: Virginia 
COUNTRY: United States 
ZIP: 22313-1404 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC -DOS /MS -DOS 
SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/4 88 , 376 
FILING DATE: 07-JUN-1995 
C LAS S I F I CAT ION: 4 24 
ATTORNEY/AGENT INFORMATION: 
NAME: Teskin, Robin L. 
REGISTRATION NUMBER: 3 5,03 0 
REFERENCE/DOCKET NUMBER: 012712-150 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (703) 83 6-662 0 
TELEFAX: (703) 836-2021 
INFORMATION FOR SEQ ID NO: 16: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 705 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA (genomic) 
FEATURE : 

NAME /KEY: CDS 
LOCATION: 1..7 05 
US-08-4.88-376-16 



Query Match 76.0%; 
Best Local Similarity 86.2%; 
Matches 369; Conservative 



Score 333.6; DB 1; Length 705; 
Pred. No. 3.9e-99; 
0; Mismatches 59; Indels 0; 



Gaps 



0 



QY 



7 ATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATGT 6 6 

MINI III I MIIIIIIIIMIIIMIMI Mill 1 1 1 Mlllllllllll 



Db 



1 ATGGAGACCCCTGCTCAGCTCCTGGGGCTCCTGCTACTCTGGCTCCGAGGTGCCAGATGT 6 0 



Qy - 67 GACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCACC 12 6 

IIIMIIIMIIIIIIIIIIMIIIIIII IMMIIIMIIII 1 1 1 M 1 1 1 1 1 1 1 f t E 

Db ' 61 GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTCGGAGACAGAGTCACC 12 0 

Qy 12 7 ATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACCA 186 

MIIIIMIMM Mill MM Ml III 1 1 1 1 1 II II 1 1 I I II 1 1 

Db 121 ATCACTTGCCGGGCAGGTCAGAGGATTGCTAGTTATTTAAATTGGTATCAGCACAAACCA 180 

Qy 187 GAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATCA 24 6 

I IIIIMMIMM IIIMI III III Mill MMM llllllllll Mi 

Db 181 GGGAAAGCCCCTAAGCTCCTGATATATGCTGGATCCAATTTGCACCGTGGGGTCCCGTCA 24 0 

Qy 24 7 AGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 3 06 

Ml Mill Ml ! MM I Ml IIIMI IMIIIII MM III Mill Ml 

Db 241 AGGTTCAGTGGCGGTGGATCTGGGACAGATTTCACTCTCACCATCAACAGTCTGCAACCT 3 00 

Qy 3 07 GAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCAG 3 66 

1 1 1 : 1 1 1 1 1 1 1 i I ' 1 1 II II MMM I I III III I Mill MM 

Db 3 01 GAAGATTTTGCAACTTACTATTGTCAACAGGCTTACAGTACCCCCTGGACTTTCGGCCCA 3 60 

Qy 3 67 GGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTGCCGCCA 4 2*6 

MMM MM IIIIIIM II IMMMMMMMMMIMMMMIMM 

Db 361 GGGACCAAGGTGGAAATCAAACGTACGGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 42 0 

Qy 42 7 TCTGATGA 4 34 

MMMM 

Db 421 TCTGATGA 42 8 



RESULT 13 
US-08-634-223-16 

; Sequence 16, Application US/08634223 
; Patent No. 5840298 

GENERAL INFORMATION: 

APPLICANT: BRAMS , Peter 

APPLICANT: CHAMAT, Soulaima Salim 

APPLICANT: PAN, Li-Zhen 

APPLICANT: WALSH, Edward E . 

APPLICANT: HEARD, Cheryl Janne 
; APPLICANT: NEWMAN, Roland Anthony 

TITLE CF INVENTION: NEUTRALIZING HIGH AFFINITY HUMAN 

TITLE OF INVENTION: MONOCLONAL ANTIBODIES SPECIFIC TO RSV F-PROTEIN AND 
TITLE OF INVENTION: METHODS FOR THEIR MANUFACTURE AND THERAPEUTIC USE 
THEREOF 

NUMBER OF SEQUENCES: 19 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Burns, Doane, Swecker & Mathis 

STREET: P.O. Box 14 04 

CITY: Alexandria 

STATE: Virginia 

COUNTRY: United States 

ZIP: 22313-1404 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 



OPERATING SYSTEM: PC -DOS /MS -DOS 
SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/634,223 
FILING DATE: 
CLASSIFICATION: 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US/08/488 , 376 
FILING DATE: 07-JUN-1995 
ATTORNEY /AGENT INFORMATION: 
NAME: Teskin, Robin L. 
REGISTRATION NUMBER: 35,030 
REFERENCE /DOCKET NUMBER: 012 712-150 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (703) 836-6620 
TELEFAX: (703) 836-2021 
INFORMATION FOR SEQ ID NO: 16: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 705 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA (genomic) 
FEATURE : 

NAME/ KEY: CDS 
LOCATION: 1 . . 705 
US-08-634-223-16 

Query Match 76.0%; Score 3 33.6; DB 2; Length 705; 

Best Local Similarity 86.2%; Pred. No. 3.9e-99; 

Matches 36 9; Conservative 0; Mismatches 59; Indels 0; Gaps 0; 
Qy 7 ATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATGT 66 

llllll III I M Mill II MM I II Mill Mill III MM III I Mill 

Db 1 ATGGAGACCCCTGCTCAGCTCCTGGGGCTCCTGCTACTCTGGCTCCGAGGTGCCAGATGT 6 0 

Qy 67 GACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCACC 12 6 

I llllll III III III II lllllllllll llllllllllllll MIIIMIIIIIIII 

Db 61 GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTCGGAGACAGAGTCACC 12 0 

Qy 127 ATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACCA 186 

IIIIMM Mill Mill I Ml II I Ml lllllllllll llllll 

Db 121 ATCACTTGCCGGGCAGGTCAGAGGATTGCTAGTTATTTAAATTGGTATCAGCACAAACCA 180 

Qy 187 GAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATCA 24 6 

I 1 1 1 1 1 1 1 i 1 1 1 1 1 IIIMI Ml Ml Mill Mill IMIIIIIII III 

Db 181 GGGAAAGCCCCTAAGCTCCTGATATATGCTGGATCC AATTTGCACCGTGGGGTCCCGTCA 2 4 0 

Qy 247 AGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 3 06 

Illlllll III II MUM 1 1 MM II Illlllll Ml llllll Ml Mill III 

Db 241 AGGTTCAGTGGCGGTGGATCTGGGACAGATTTCACTCTCACCATCAACAGTCTGCAACCT 3 00 ' 

Qy 3 07 GAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCAG 3 66 

I I M 1 1 E I 1 1 1 1 1 1 1 1 1 II II llllll I I Ml III I Mill MM 

Db 3 01 GAAGATTTTGCAACTTACTATTGTCAACAGGCTTACAGTACCCCCTGGACTTTCGGCCCA 3 60 



QY 



367 GGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 4 2 6 



BRAMS, Peter 
CHAMAT, Soulaima Salim 
PAN, Li-Zhen 
WALSH, Edward E . 
HEARD, Cheryl Janne 
NEWMAN, Roland Anthony 

NEUTRALIZING HIGH AFFINITY HUMAN 

MONOCLONAL ANTIBODIES SPECIFIC TO RSV F- PROTEIN AND 
METHODS FOR THEIR MANUFACTURE AND THERAPEUTIC USE 



INN I I II 1 1 1 1 MINIM M Mill MINIMI Mill I II IMIMMIM 

Db 3 61 GGGACCAAGGTGGAAATCAAACGTACGGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 42 0 

Qy 42 7 TCTGATGA 4 34 

INIINI 

Db 421 TCTGATGA 42 8 



RESULT 14 
US-08-634-224-16 

Sequence 16, Application US/08634224 
Patent No. 5866125 
GENERAL - INFORMATION: 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
TITLE OF INVENTION 
TITLE OF INVENTION 
TITLE OF INVENTION 
THEREOF 

NUMBER OF SEQUENCES: 19 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: "Burns, Doane , Swecker & Mathis 
STREET: P.O. Box 1404 
CITY: Alexandria 
STATE: Virginia 
COUNTRY: United States 
ZIP: 22313-1404 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC -DOS /MS -DOS 

SOFTWARE: Patent In Release #1.0, Version #1.3 0 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/634 , 224 
FILING DATE: 
CL AS S I F I CAT I ON : 42 4 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/488,376 
FILING DATE: 07-JUN-1995 
ATTORNEY/AGENT INFORMATION : 
NAME: Teskin, Robin L. 
REGISTRATION NUMBER: 35,030 
REFERENCE/DOCKET NUMBER: 012 712-150 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (703) 836-6620 
TELEFAX: (703) 836-2021 
INFORMATION FOR SEQ ID NO : 16: 
SEQUENCE CHARACTERISTICS : 
LENGTH: 705 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA (genomic) ■ 



FEATURE : 

NAME/KEY: CDS 
LOCATION : 1 . .705 
US-08-634-224-16 

Query Match 76.0%; Score 333.6; DB 2; 

Best Local Similarity 86.2%; Pred. No. 3.9e-99; 
Matches 369; Conservative 0; Mismatches 59; 



Length 705; 
Indels 0; Gaps 



0, 



Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 



7 ATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATGT 6 6 

MINI Ml I IMIIIIIMIIIIIIIIIII Mill III 1 1 1 1 1 1 1 1 1 1 1 i I 

1 ATGGAGACCCCTGCTCAGCTCCTGGGGCTCCTGCTACTCTGGCTCCGAGGTGCCAGATGT 6 0 
6 7 GACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCACC 12 6 

M I II II 1 1 i II M M M M I I M II I M I II 1 1 II 1 1 1 1 1 1 1 I M II II 1 1 1 1 II II 

6 1 GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTCGGAGACAGAGTCACC 12 0 
12 7 ATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACCA 186 

MIMIM Mill M I I Ml II I III IMIMMIM MUM 

121 ATCACTTGCCGGGCAGGTCAGAGGATTGCTAGTTATTTAAATTGGTATCAGCACAAACCA 180 
187 GAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATCA 24 6 

I IMMMMMM llllll III III IMM II IMIMIMI III 

181 GGG AAAGCCCCTAAGCTCCTGATATATGCTGGATCCAATTTGCACCGTGGGGTCCCGTCA 240 
247 AGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 3 06 

MIMIM Ml MM! II Mill UNI II II MM Ml Mill Ml 

241 AGGTTCAGTGGCGGTGGATCTGGGACAGATTTCACTCTCACCATCAACAGTCTGCAACCT 3 0 0 
3 0 7 GAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCAG 3 66 

MIMIIIIIIIIIIII II II MUM I I Ml III I IMM MM 

301 GAAGATTTTGCAACTTACTATTGTCAACAGGCTTACAGTACCCCCTGGACTTTCGGCCCA 3 60 
3 67 GGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 426 

I MIMIM MM MM MM II II II 1 1 1 1 M 1 1 1 M M 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 

3 61 GGGACCAAGGTGGAAATCAAACGTACGGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 42 0 

42 7 TCTGATGA 4 34 

I MUM I 
421 TCTGATGA 42 8 



RESULT 15 
US-08-634-400-16 

Sequence 16, Application US/08634400 
Patent No. 5939068 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
TITLE OF INVENTION 
TITLE OF INVENTION 
TITLE OF INVENTION 
THEREOF 



BRAMS , Peter 
CHAMAT, Soulaima Salim 
PAN, Li-Zhen 
WALSH, Edward E. 
HEARD, Cheryl Janne 
NEWMAN, Roland Anthony 

NEUTRALIZING HIGH AFFINITY HUMAN 

MONOCLONAL ANTIBODIES SPECIFIC TO RSV F-PROTEIN AND 
METHODS FOR THEIR MANUFACTURE AND THERAPEUTIC USE 



NUMBER OF SEQUENCES : 19 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Burns, Doane, Swecker & Mathis 

STREET: P.O. Box 1404 
; CITY: Alexandria 

STATE: Virginia 

COUNTRY: United States 

ZIP : 22313-1404 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC -DOS /MS -DOS 

SOFTWARE: Patent In Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/634,400 

FILING DATE: 

CLASSIFICATION: 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/488,376 

FILING DATE: 07-JUN-1995 
ATTORNEY/AGENT INFORMATION: 

NAME: Teskin, Robin L. 
; REGISTRATION NUMBER: 35,030 

REFERENCE /DOCKET NUMBER: 012 712-150 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (703) 836-662 0 

TELEFAX: (703) 836-2021 
INFORMATION FOR SEQ ID NO: 16: 
SEQUENCE CHARACTERISTICS : 

LENGTH: 705 base pairs 

TYPE: nucleic acid 

STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA (genomic) 
FEATURE: 

NAME/ KEY: CDS 

LOCATION: 1. .7 05 
US-08-634-400-16 

Query Match 76.0%; Score 3 3 3.6; DB 2; Length 705; 

Best Local Similarity 86.2%; Pred . No. 3.9e-99; 

Matches 3 69; Conservative 0; Mismatches 59; Indels 0; Gaps 0 
Qy 7 ATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATGT 66 

MINI III I I II lllli! M MM Mill III IIIMIIIIIMI 

Db 1 ATGGAGACCCCTGCTCAGCTCCTGGGGCTCCTGCTACTCTGGCTCCGAGGTGCCAGATGT 60 



Qy 67 GACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCACC 12 6 

I Illlll lllllllllll lllllllllll Ml I Illlll I II I IMIIIIIIIIIIII 
Db 61 GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTCGGAGACAGAGTCACC 12 0 



Qy 12 7 ATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACCA 186 

MINIM Mill Mill I III II I Ml I Illlll M Illlll 

Db 121 ATCACTTGCCGGGCAGGTCAGAGGATTGCTAGTTATTTAAATTGGTATCAGCACAAACCA 18 0 

Qy 187 GAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATCA 24 6 

I 1 1 1 1 1 1 1 M I M I Illlll III Ml Mill MIMI III II MM I III 



Db 



181 GGGAAAGCCCCTAAGCTCCTGATATATGCTGGATCCAATTTGCACCGTGGGGTCCCGTCA 24 0 



Qy 24 7 AGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 3 06 

1 1 II I II I III IIIMIMIIIMIIIIIIIIIIIIIIIIIIII Ml Mill III 

Db 2 41 AGGTTCAGTGGCGGTGGATCTGGGACAGATTTCACTCTCACCATCAACAGTCTGCAACCT 3 0 0 

Qy 3 07 GAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCAG 3 66 

IE It I M 1 1 I M 1 1 M I II II MUM I I III Ml I Mill MM 

Db 3 01 GAAGATTTTGCAACTTACTATTGTGAACAGGCTTACAGTACCCCCTGGACTTTCGGCCCA 3 60 

Qy 3 6 7 GGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 42 6 

MIMIMI MM IIMIMI II ! 1 1 f I r 1 1 I 1 1 1 1 1 1 1 1 ! E I i 1 1 1 1 1 f 1 1 1 i I I 

Db 361 GGGACCAAGGTGGAAATCAAACGTACGGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 42 0 

Qy 42 7 TCTGATGA 4 34 

IMIMM 
Db 421 TCTGATGA 428 



Search completed: December 2, 2004, 17:07:47 
Job time :. 74.118 sees 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 

Run on: December 2, 2004, 17:01:26 ; Search time 336.578 Seconds 

(without alignments) 
7166.911 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



US-08-728-463B-208 
43 9 

1 ATGGACATGGAGTTCCCCGT CCCGCCATCTGATGAAGCTT 4 3 9 

IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched : 



3694831 seqs, 2747406616 residues 



Total number of hits satisfying chosen parameters: 



7389662 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database 



Published_Applications_NA: * 

1 : /cgn2_6/ptodata/l/pubpna/US07_PUBCOMB . seq : * 

2: /cgn2_6/ptodata/l/pubpna/PCT_NEW_PUB. seq: * . 

3 : /cgn2_6/ptodata/l/pubpna/US06_NEW_PUB . seq : * 

4 : /cgn2_6/ptodata/l/pubpna/US06_PUBCOMB . seq : * 

5: /cgn2_6/ptodata/l/pubpna/US07_NEW_PUB.seq:* 

6 : /cgn2_6/ptodata/l/pubpna/PCTUS_PUBCOMB.seq: * 



7 : 

8 : 

9 : 
10 
11 
12 
13 
14 
15 
16 
17 
18 
19 
20 
21 



/cgn2_6/ptodata/l/pubpna/US0-8_NEW_PUB . seq: * 
/cgn2_6/ptodata/l/pubpna/US08_PUBCOMB . seq : * 
/cgn2_6/ptodata/l/pubpna/US09A_PUBCOMB . seq : * 
/cgn2_6/ptodata/l/pubpna/US09B_PUBCOMB . seq : 
/cgn2_6/ptodata/l/pubpna/US09C_PUBCOMB . seq: 
7 cgn2_6/ptodata/l/pubpna/US09_NEW_PUB . seq : * 
/cgn2_6/ptodata/l/pubpna/US10A_PUBCOMB. seq: 
/cgn2_6/ptodata/l/pubpna/US10B_PUBCOMB. seq: 
/cgn2_6/ptodata/l/pubpna/US10C_PUBCOMB . seq : 
/cgn2_6/ptodata/l/pubpna/US10D__PUBCOMB . seq : 
/cgn2_6/ptodata/l/pubpna/US10E_PUBCOMB . seq : 
/cgn2_6/ptodata/l/pubpna/US10_NEWJPUB . seq : * 
/cgn2_6/ptodata/l/pubpna/USll_NEW_PUB . seq : * 
/cgn2_6/ptodata/l/pubpna/US60_NEW_PUB . seq : * 
/cgn2_6/ptodata/l/pubpna/US60_PUBCOMB . seq : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 

US-10-395-394-24 

Sequence 24, Application US/10395894 
Publication No. US20040033229A1 
GENERAL INFORMATION: 
APPLICANT: MADDON, Paul J. 
APPLICANT : DONOVAN, Gerald P. 
APPLICANT: OLSON, William C. 

APPLICANT: SCHsLKE, No. US20040033229Albert 
APPLICANT: GARDNER, Jason 
APPLICANT: MA, Dangshe 

TITLE OF INVENTION: PSMA ANTIBODIES AND PROTEIN MULTIMERS 
FILE REFERENCE: P0074 1 . 70 005 . US 
CURRENT APPLICATION NUMBER: US/ 10/3 95 , 8 94 
CURRENT FILING DATE: 2003-03-24 

PRIOR APPLICATION NUMBER: PCT/US02/33944 , 
PRIOR FILING DATE: 2002-10-23 
PRIOR APPLICATION NUMBER: US 60/335,215 
PRIOR FILING DATE: 2001-10-23 
PRIOR APPLICATION NUMBER: US 60/362,747 
PRIOR FILING DATE: 2002-03-07 
PRIOR APPLICATION NUMBER: US 60/412,618 
PRIOR FILING DATE: 20 02-09-20 
NUMBER OF SEQ ID NOS : 3 3 
SOFTWARE: Patentln version 3.1 
SEQ ID NO 24 
LENGTH: 4 63 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Includes BamHl/Bglll cloning junction, signal peptide, V 
region, portion 

OTHER INFORMATION: of C region and 3'Xbal/NheI (heavy) or Nhel (light) 
cloning junction 
US-10-395.-894-24 



Query Match 88.6%; Score 3 89; DB 16; Length 4 63; 

Best Local Similarity 94.2%; Pred. No. 8.3e-109; 

Matches 404; Conservative 0; Mismatches 25; Indels 0; Gaps 0; 



Qy 

Db 

Qy 

Db 

Qy 

Db 
Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 



6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 6 5 

INI I 1 1 1 I I 1 1 ! II 1 1 1 1 1 1 1 1 1 1 1 1 II I 1 1 1 1 1 1 1 1 1 1 II 1 1 I 1 1 1 1 1 1 1 1 1 1 

1 0 CATGAGGGTCCCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 6 9 

6 6 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

III II I MINIM MINI II IMIIMIIIMIIIIMIIM MINI MINIUM 

7 0 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 9 

12 6 CATCACTTGTCGGGCG AGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGC AGAAACC 18 5 

II I I I I I I I I I t I I II I I I I I I I I I I I I I I I I I M I I I I I I II I I I I I I I II I 

13 0 CATCACTTGTCGGGCGAGTCAGGGCATTAGCCATTATTTAGCCTGGTTTCAGCAGAAACC 18 9 

186 AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 

II IIIIIIIIIIMIIIIIIIIIMM MMNINIIIININININMNIN 

190 AGGGAAAGCCCCTAAGTGCCTGATCTATGGTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 9 
2 4 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

II IIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIMIIIIIIIIIMIIII Mill 

2 50 AAAGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTACAGCC 3 09 

3 06 TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCA 3 65 

1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 f i ! 1 1 1 -III II 1 1 MINI Ml 

310 TGAAGATTTTGCAACTTATTACTGCCAACAGTATAATAGTTTCCCGCTCACTTTCGGCGG 3 69 
3 66 GGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 42 5 

MM Mill 1 1 1 1 M M M 1 1 M I M 1 1 1 1 M h 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 

3 70 AGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 4 2 9 

426 ATCTGATGA 4 34 

MMMlll 

43 0 ATCTGATGA 43 8 



RESULT 2 
US-10-695-667 
Sequence 24 



■24 



Application US/10695667 
Publication No. US20040161776A1 
GENERAL INFORMATION: 
APPLICANT: MADDON, Paul J. 
APPLICANT: DONOVAN, Gerald P. 
APPLICANT: OLSON, William C. 
APPLICANT: SCHSLKE , Norbert 
APPLICANT: GARDNER , Jason 
APPLICANT: MA, Dangshe 

TITLE; OF INVENTION: PSMA FORMULATIONS 



AND USES THEREOF 



FILE REFERENCE : P074 1 . 7 0 00 6US0 0 
CURRENT APPLICATION NUMBER: US/ 10/695 , 667 
CURRENT FILING DATE: 2003-10-27 
PRIOR' APPLICATION NUMBER: US 10/395,894 
FILING DATE: 2003-03-21 
APPLICATION NUMBER: PCT/US02 / 3 3 944 
2002-10-23 
NUMBER: US 60/335,215 

2001- 10-23 
NUMBER: US 60/362,747 

2002- 03-07 



PRIOR 
PRIOR 
PRIOR 
PRIOR 
PRIOR 
PRIOR 
PRIOR 



FILING DATE: 
APPLICATION 
FILING DATE: 
APPLICATION 
FILING DATE: 



PRIOR APPLICATION NUMBER: US 6.0/412,618 
PRIOR FILING DATE: 2002-09-20 
NUMBER OF SEQ ID NOS : 3 3 

SOFTWARE: Patentln version 3.1 . * 

SEQ ID NO 24 
LENGTH: 46 3 
TYPE : DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Includes BamHl/Bglll cloning junction, signal peptide, V 
region, portion 

OTHER INFORMATION: of C region and 3'XbaI/NheI (heavy) or Nhel (light) 
cloning junction 
US-10-695-667-24 

Query Match 8 8.6%; Score 3 89; DB 17; Length 4 63; 

Best Local Similarity 94.2%; Pred. No. 8.3e-109; 

Matches 404; Conservative 0; Mismatches 25; Indels 0; Gaps 0; 
Qy .6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 65 

1 1 1 1 I 1 1 1 1 I IIIIIIIMIMIIIIIIIIIIIIMIIIIIIIIIIIIMIIIII 

Db 10 CATGAGGGTCCCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 6 9 

Qy 66 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 II I 

Db 70 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 9 

Qy 12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 185 

MIIIIIIIIMIIIIIIIIIIII llllll I IIMIIIIII IIIIIIIIIIM 

Db 13 0 CATCACTTGTCGGGCGAGTCAGGGCATTAGCCATTATTTAGCCTGGTTTCAGCAGAAACC 18 9 

Qy 186 AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 

1 1 Mill llllll I MM IN III MINIMI IMMIIMIMI MINIM I . 

Db 190 AGGGAAAGCCCCTAAGTCCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 9 

Qv 246 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

1 1 MMIMMNNNNNNNNNNNNNNNNINNINN INN 

Db 2 50 AAAGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTACAGCC 3 09 

Qy 3 06 TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCA 3 65 

NNNIINNINIMNNMNINNIN WWW WW J 1 1 1 1 1 III 

Db 310 TGAAGATTTTGCAACTTATTACTGCCAACAGTATAATAGTTTCCCGCTCACTTTCGGCGG 3 69 

Qy 3 6*6 GGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 42 5 

I 1 1 1 [ { I 1 1 IINIIIIIIIINNIIIIIINIIIIINIIIIIIIIIIINIIIN 

Db 3 70 AGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 42 9 



Qy 42 6 ATCTGATGA 4 34 

I I I I I I II I 
Db 4 30 ATCTGATGA 438 



RESULT 3 

US-10-395-894-10 

; Sequence 10, Application US/10395894 
; Publication No. US2 004003322 9A1 
; GENERAL INFORMATION: 



APPLICANT: MADDON, Paul J. 
APPLICANT: DONOVAN , Gerald P. 
APPLICANT: OLSON , William C. 

APPLICANT: SCHsLKE , No. US2 0 04 0 0 3 3 22 9Albert 
APPLICANT: GARDNER , Jason 
APPLICANT: MA, Dangshe 

TITLE OF INVENTION: PSMA ANTIBODIES AND PROTEIN MULTIMERS 
FILE REFERENCE: P00741. 70005. US 
CURRENT APPLICATION NUMBER: US/ 10/3 95, 894 
CURRENT FILING DATE: 2003-03-24 
PRIOR APPLICATION NUMBER: PCT/US02 / 33 944 
PRIOR FILING DATE: 2002-10-23 
PRIOR APPLICATION NUMBER: US 60/335,215 
PRIOR FILING DATE: 2001-10-23 
PRIOR APPLICATION NUMBER: US 6 0/362,747 
PRIOR FILING DATE: 2002-03-07 
PRIOR APPLICATION NUMBER: US 60/412,618 
PRIOR FILING DATE: 2002-09-20 
NUMBER OF SEQ ID NOS : 3 3 
SOFTWARE: Patentln version 3.1 
SEQ ID NO 10 
LENGTH: 6 0 82 
TYPE: DNA 

ORGANISM:.. Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Plasmid 
US-I0-395-894-10 

Query Match 88.6%; Score 389; DB 16; Length 6082;. 

Best Local Similarity 94.2%; Pred. No. 1.4e-108; 

Matches 404; Conservative 0; Mismatches 25; Indels -0; Gaps 0; 
Qy 6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 65 

I I 1 1 Mill I llllllllll II llllll II IIIIIIMMMIIIIIIIIIIIM 

Db 916 CATGAGGGTCCCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 97 5 

Qy 66 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

M lllllllllllllllllllllilll llllll IIIIMIIIIIIIIMIIIIIMIIM 

Db 976 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 103 5 

Qy 12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 185 

llllllllllllllllllllllll llllll I llllllllll MIMMIIIII 
Db 103 6 CATCACTTGTCGGGCGAGTCAGGGCATTAGCCATTATTTAGCCTGGTTTCAGCAGAAACC 1095 

Qy 18 6 AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 

II lllllllllllllllllllllilll I I I I I II I I I I I I I I I I I I II I I I I I I I I I I 

Db 10 96 AGGGAAAGCCCCTAAGTCCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 1155 

Qy 24 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

IMMIIMMMMMMMMIMMMMIMMMIIIMMIIIMM Mill 

Db 115 6 AAAGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTACAGCC 1215 

Qy 3 06 TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCA 3 65 

llllllllllllllllllllllllllllllllll MINI MM Mill Ml 

Db 1216 TGAAGATTTTGCAACTTATTACTGCCAACAGTATAATAGTTTCCCGCTCACTTTCGGCGG 12 75 



Qy 



3 66 GGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 4 2 5 



Db 12 7 6 AGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 13 3 5 



Qy 

Db 



42 6 ATCTGATGA 4 34 
13 3 6 ATCTGATGA 134 4 



RESULT 4 

US-10-695-667-10 

Sequence 10, Application US/10695667 
Publication No. US20040161776A1 
GENERAL INFORMATION: 
APPLICANT: MADDON , Paul J. 
APPLICANT: DONOVAN , Gerald P. 
APPLICANT: OLSON, William C. 
APPLICANT: SCHSLKE , Norbert 
APPLICANT: GARDNER, Jason 
APPLICANT: MA, Dangshe 

TITLE- OF INVENTION: PSMA FORMULATIONS AND USES THEREOF 
FILE REFERENCE: P074 1 . 7 0 006US00 
CURRENT APPLICATION NUMBER: US/lO/695 , 667 
CURRENT FILING DATE: 2 003-10-27 
PRIOR APPLICATION NUMBER: US 10/395,894 
PRIOR FILING DATE: 2003-03-21 
PRIOR APPLICATION NUMBER: PCT/US02/33944 
PRIOR FILING DATE: 2002-10-23 
PRIOR APPLICATION NUMBER: US 60/335,215 
PRIOR FILING DATE: 2001-10-23 
PRIOR APPLICATION NUMBER: US 60/362,747 
PRIOR FILING DATE: 2 0 02-03-07 
PRIOR APPLICATION NUMBER: US 60/412,618 
PRIOR FILING DATE: 2002-09-20 
NUMBER. OF SEQ ID NOS : 3 3 
SOFTWARE: Patent In version 3.1 
SEQ ID NO 10 
LENGTH: 6 0 82 
TYPE: DNA 

ORGANISM : Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Plasmid 
US-10-695-667--10 



Query Match 88.6%; 
Best Local Similarity 94.2%; 
Matches 4 04; Conservative 



Score 389; DB 17; Length 6082; 
Pred. No. i.4e-108; 
0; Mismatches 25; Indels 0; 



Gaps 



0; 



Qy 



Db 



6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 6 5 

1 1 II I 1 1 1 1 I MMIIIIMIIIIIIIIIIIIIMIIIIMIIIIIIIIIIMII 

916 CATGAGGGTCCCTGCf CAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 97 5 



Qy 

Db 

Qy 



6 6 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II I M 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II I 

97 6 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 10 3 5 
12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 185 

MIIIIIIIIIIIMIIIIIMII MINI I Ihlllll IMMIIIIMI 



Db 



10 3 6 CATCACTTGTCGGGCGAGTCAGGGCATTAGCCATTATTTAGCCTGGTTTCAGCAGAAACC 10 95 



Qy 186 AGAGAAAGCCCCTAAGTGCGTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 

I I MIIIIIIIMMIIIIIIIIIIII MMIIMIIIIIIIIIIIIIMMIIIMI 

Db 10 96 AGGGAAAGCCCCTAAGTCCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 1155 

Qy 24 6 AAGGTTCAGCGGGAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II I M 1 1 1 1 1 Mill 

Db 1156 AAAGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTACAGCC 1215 

Qy 3 06 TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTAGACTTTTGGCCA 3 65 

lllllllllllllllllllllllllllllllll! Mill I II 1 1 MUM III 

Db 1216 TGAAGATTTTGCAACTTATTACTGCCAACAGTATAATAGTTTCCCGCTCACTTTCGGCGG 1275 

Qy 3 66 GGGGAGCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 4 25 

IllMIIII 1 1 II I II 1 1 II M I M II 1 1 M 1 1 1 1 1 II M 1 1 1 M 1 1 M 1 1 1 1 1 1 1 M 

Db 12 76 AGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 13 35 

Qy 42 6 ATCTGATGA 43 4 

IllMIIII 

Db 13 3 6 ATCTGATGA 1344 



RESULT 5 

US - 10-395-894-20 

Sequence 20, Application US/10395894 
Publication No. US20040033229A1 
GENERAL INFORMATION: 
APPLICANT: MADDON , Paul J. 
APPLICANT: DONOVAN, Gerald P. 
APPLICANT: OLSON, William C. 

APPLICANT: SCHsLKE, No. US20040033229Albert 
APPLICANT: GARDNER, Jason 
APPLICANT: MA, Dangshe 

TITLE OF INVENTION: PSMA ANTIBODIES AND PROTEIN MULTIMERS 
FILE REFERENCE: P0074 1 . 700 05 . US 
CURRENT APPLICATION NUMBER: US/ 10/3 95, 894 
CURRENT FILING DATE: 2003-03-24 
PRIOR APPLICATION NUMBER: PCT/US02/33 944 
PRIOR FILING DATE: 2002-10-23 
PRIOR APPLICATION NUMBER: US 60/335,215 
PRIOR FILING DATE: 2001-10-23 
PRIOR APPLICATION NUMBER: US 60/362,747 
PRIOR FILING DATE: 2002-03-07 
PRIOR APPLICATION NUMBER: US 60/412,618 
PRIOR FILING DATE: 2002-09-20 
NUMBER OF SEQ ID NOS : 3 3 
SOFTWARE: Patentln version 3.1 
SEQ ID NO 20 
LENGTH: 4 63 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Includes BamHI/Bgl I I cloning junction, signal peptide, V 
region, portion 

OTHER INFORMATION: of C region and 3*Xbal/NheI (heavy) or Nhel (light) 
cloning junction 



US-10-395-894-20 



Query Match 87.9%; Score 385.8; DB 16; Length 463; 

Best Local Similarity 93.7%; Preci. No. 7.9e-108; 

Matches 4 02; Conservative 0; Mismatches 27; Indels 0; Gaps ,0 ; 
Qy 6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 6 5 

I I 1 1 I llllll lllllillllllMMIIIMMIIIIIIIIIIMIIIIMIIII 

Db 10 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 6 9 

Qy 66 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

I I I M 1 1 I ! 1 1 ! 1 1 1 M 1 1 1 1 I i I i 1 1 : 1 1 1 ! : 1 1 I ! ! ! 1 1 1 1 MM 

Db 7 0 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 9 

Qy 12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 185 

IMMIIIIIIIIIIIIIIIIMI 1 1 1 1 II I Nihil IIIIIIMIIII 

Db 13 0 CATCACTTGTCGGGCGAGTCAGGGCATTACCAATTATTTAGCCTGGTTTCAGCAGAAACC 189 

Qy 186 AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 

II MMMMIMMIMM llllll IIIIIIMIIIIIIIIIIIIIIMIIIMII 

Db 190 AGGGAAAGCCCCTAAGTCCCTTATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 9 

Qy 24 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

II I I II I Mill I MM II I I II I II I II Ml II MMMMMMMIMMIMM 

Db 2 50 AAAGTTCAGCGGCAGTGGATCTGGGACAGATTTCAGTCTCACCATCAGCAGCCTGCAGCC 3 09 

Qy 3 06 TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCA 3 65 

III I llllll MM 1 1 III 1 1 llllll II Mill MM II Mill Ml M Mill 

Db 310 TGAAGATTTTGCAACTTATTACTGCCAACAGTATAATAGTTACCCGATCACCTTCGGCCA 3 69 

Qy 3 66 GGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 42 5 

III IIIIIMI MIIIMIMIIIIIIIMIMIMIIIIIIIIIIMIIII 

Db 3 70 AGGGACACGACTGGAGATTAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 42 9 

Qy 4 26 ATCTGATGA 434 

llllll: 

Db 43 0 ATCTGATGA 43 8 



RESULT 6 

US 10-695^667 20 

Sequence 20, Application US/10695667 
Publication No. US2004 0161776A1 
GENERAL INFORMATION: 
APPLICANT: MADDON, Paul J. 
APPLICANT: DONOVAN , Gerald P. 
APPLICANT: OLSON, William C. 
APPLICANT: SCHSLKE , Norbert 
APPLICANT: GARDNER, Jason 
APPLICANT: MA, Dangshe 

TITLE OF INVENTION : PSMA FORMULATIONS AND USES THEREOF 
FILE REFERENCE: P074 1 . 70006US00 
CURRENT APPLICATION NUMBER: US/10/695 , 667 
CURRENT FILING DATE:- 2003-10-27 
PRIOR APPLICATION NUMBER: US 10/395,894 
PRIOR FILING DATE: 2 0 03-03-21 
PRIOR APPLICATION NUMBER: PCT/US02 /33 944 



PRIOR FILING DATE: 2002-10-23 
PRIOR APPLICATION NUMBER: US 60/335,215 
PRIOR FILING DATE: 2001-10-23 
PRIOR APPLICATION NUMBER : US 60/362,747 
PRIOR FILING DATE: 2002-03-07 
PRIOR APPLICATION NUMBER: US 60/412,618 
PRIOR FILING DATE: 2002-09-20 
NUMBER OF SEQ ID NOS : 3 3 
SOFTWARE: Patentln version 3.1 
SEQ ID NO 2 0 
LENGTH: 4 63 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Includes BamHI/Bglll cloning junction, signal peptide, V 
region, portion 

OTHER INFORMATION: of C region and 3'Xbal/NheI (heavy) or Nhel (light) 
cloning junction 
US-10-695-667-20 

Query Match 87.9,%; Score 385.8; DB 17; Length 463; 

Best Local Similarity 93.7%; Pred. No. 7.9e-108; 

Matches 402; Conservative 0; Mismatches 27; Indels 0; Gaps 0; 
Qy 6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 65 

1 1 1 1 I III III IIIIIIMMIIIMIIIIIIMIIIIIIIIIIIIIIIIMMII 

Db 10 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 6 9 

Qy 66 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

IMIIMIIIIIIIMIIIIIIIMIIIIIIIIIIMMIIIIIMIIMMIIMIIII 

Db 7 0 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 9 

Qy 12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 185 

I I I I II I I I I I I I I M I I I I I I II I I I I II I Mill Mill llllllllllll 

Db 13 0 CATCACTTGTCGGGCGAGTCAGGGCATTACCAATTATTTAGCCTGGTTTCAGCAGAAACC 18 9 

Qy 18 6 AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 245 

II i i I i 1 1 1 1 ! 1 1 1 E 1 1 1 1 1 MMII MMIIIIIMIIIIMMIIIIIIIIMM 

Db 19 0 AGGGAAAGCCCCTAAGTCCCTTATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 9 

Qy 24 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 0 5 

M M MINI Ml "MM II II MMM I 1 1 I 1 1 II 1 1 1 1 1 I 1 1 I I I I I I I I 

Db 25 0 AAAGTTCAGCGGCAGTGGATCTGGGACAGATTTCAGTCTCACCATCAGCAGCCTGCAGCC 3 09 

Qy 3 06 TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCA 3 65 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 M I I 1 1 1 MM M 1 1 III II II ! 

Db 310 TGAAGATTTTGCAACTTATTACTGCCAACAGTATAATAGTTACCCGATCACCTTCGGCCA 36 9 

Qy 3 66 GGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 42 5 

1 1 Ml 1 1 1 E If 1 1 f i 1 1 1 1 1 1 I i 1 1 E 1 1 1 1 1 1 E t E i I f i E i I E 1 1 1 1 1 1 1 1 1 1 I 

Db 3 7 0 AGGGACACGACTGGAGATTAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 4 2 9 

Qy 42 6 ATCTGATGA 4 34 

IIIIIMM 
Db 43 0 ATCTGATGA 4 38 



RESULT 7 
US-10-395-894-9 

Sequence 9, Application US/10395894 
Publication No. US20040033229A1 
GENERAL INFORMATION: 
APPLICANT: MADDON , Paul J. 
APPLICANT: DONOVAN , Gerald P. 
APPLICANT: OLSON , William C. 

APPLICANT: SCHsLKE, No. US2 004 0 03 3 22 9Albert 
APPLICANT: GARDNER , Jason 
APPLICANT: MA, Dangshe 

TITLE OF INVENTION: PSMA ANTIBODIES AND PROTEIN MULTIMERS 
FILE REFERENCE: P0 074 1 . 7 0005 . US 
CURRENT APPLICATION NUMBER: US/lO/3 95 , 894 
CURRENT FILING DATE: 2003-03-24 
PRIOR APPLICATION NUMBER: PCT/US02/33944 
PRIOR FILING DATE: 2002-10-23 
PRIOR APPLICATION NUMBER: US 60/335,215 
PRIOR FILING DATE: 2001-10-23 
PRIOR APPLICATION NUMBER: US 60/3 62,747 
PRIOR FILING DATE: 2002-03-07 
PRIOR APPLICATION NUMBER: US 60/412,618 
PRIOR FILING DATE: 2002-09-20 
NUMBER OF SEQ ID NOS : 33 
SOFTWARE: Patentln version 3.1 
SEQ ID NO 9 
LENGTH: 60 82 
TYPE: DNA 

ORGANISM :, Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Plasmid 
US-10-395-894-9 

Query Match 87.9%; Score 385.8; DB 16; Length 6082; 

Best Local Similarity 93.7%; Pred. No. 1.4e-107; 

Matches 4 02; Conservative 0; Mismatches 27; Indels 0; Gaps 0; 
Qy 6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 65 

MM I M M M M I M I I 1 1 1 1 1 1 U ! U 1 1 1 1 1 U 1 1 1 1 M M ! U 1 1 1 1 1 U ! I 

Db 916 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 975 

Qy 66 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

MMMM MMMM MMMMMMMMMMMMMMIMMMMMMMI 

Db 976 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 1035 

Qy 12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 18 5 

MMMIMMMMMMMMI MM M I MMMMM MMMMMM 

Db 103 6 CATCACTTGTCGGGCGAGTCAGGGCATTACCAATTATTTAGCCTGGTTTCAGCAGAAACC 1095 

Qy 186 AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 

M MMMMMMMIMI MIMI M M M M M M M M M M M M I M M M 

Db 1096 AGGGAAAGCCCCTAAGTCCCTTATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 115 5 

Qy 24 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

M MMMMMMMMMIMMMMMIM M M M M M M M I M M M M I 

Db 1156 AAAGTTCAGCGGCAGTGGATCTGGGACAGATTTCAGTCTCACCATCAGCAGCCTGCAGCC 1215 



Qy 3 06 TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCA 3 65 

IIIIIIIIIIIIMIIIIIIIIIIIIIIIIMII IIIIMIIIII III II Mill 

Db 1216 TGAAGATTTTGCAACTTATTACTGCCAACAGTATAATAGTTACCCGATC ACCTTCGGCCA 1 2 7 5 

Qy 3 66 GGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 4 25 

Mill IIIIIMI MMMMIMMMMMMMMMMIMMMIMM 

Db 12 76 AGGGACACGACTGGAGATTAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 13 3 5 

Qy 4 26 ATCTGATGA 434 

Mi 

Db 13 36 ATCTGATGA 134 4 



RESULT 8 
US-10-695-667-9 

Sequence 9, Application US/10695667 
Publication No. US20040161776A1 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 



MADDON , Paul J . 
DONOVAN, Gerald P. 
OLSON, William C. 
SCHSLKE, Norbert 
GARDNER, Jason 
MA, Dangshe 

TITLE OF INVENTION: PSMA FORMULATIONS AND USES THEREOF 
FILE REFERENCE: P074 1 . 70006USOO 
CURRENT APPLICATION NUMBER: US/10/695 , 667 
CURRENT FILING DATE: 2003-10-27 
PRIOR APPLICATION NUMBER: US 10/3 95,894 
PRIOR FILING DATE: 2003-03-21 
PRIOR APPLICATION NUMBER: PCT/US02 /3 3 944 
PRIOR FILING DATE: 2002-10-23 
PRIOR APPLICATION NUMBER: US 60/3 35,215 
PRIOR FILING DATE: 2001-10-23 
PRIOR APPLICATION NUMBER: US 60/362,747 
PRIOR FILING DATE: 2002-03-07 
PRIOR APPLICATION NUMBER: US 60/412,618 
PRIOR FILING DATE: 2002-09-20 
NUMBER OF SEQ ID NOS : 3 3 
SOFTWARE: Patentln version 3.1 
SEQ ID NO 9 
LENGTH: 6082 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Plasmid 
US-10-695-667-9 

Query Match 87.9%; Score 385.8; DB 17; Length 6082; 

Best Local Similarity 93.7%; Pred. No. 1.4e-107; 

Matches 402; Conservative 0; Mismatches 27; Indels 0; Gaps 0; 
Qy 6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 65 

MM I I II II I MMMMMMMMMMMMMMMMMMMMMMI 

Db 916 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 975 



Qy 



6 6 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 



IIIMMIiMlllllllllllllllllMIIMIMIIIIIIIIIMlllllMIIIII 

Db 97 6 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 103 5 

Qy 12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 185 

I I i I 1 1 M 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 M MM M I MMMMM MMMMMM 

Db 103 6 C ATC ACTTGTCGGGCGAGTCAGGGCATTACC AATTATTTAGCCTGGTTTC AGC AGAAACC 10 95 

Qy 18 6 AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 245 

M MMMMMMMMM MMM M M M I M M M M M M M M M M M M 

Db 10 96 AGGGAAAGCCCCTAAGTCCCTTATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 1155 

Qv 24 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

M MMMMMMMMMMMMIMMMI M M M M M M I M M M M M I 

Db 115 6 AAAGTTCAGCGGCAGTGGATCTGGGACAGATTTCAGTCTCACCATCAGCAGCCTGCAGGC 1215 

Qy 3 06 TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCA 3 65 

MMMMMIMMMMMMMMMMMI MMMMMI III II 1 1 1 M 

Db 1216 TGAAGATTTTGCAACTTATTACTGCCAACAGTATAATAGTTACCCGATCACCTTCGGCCA 12 75 

Qy 3 66 GGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 425 

Mill I M 1 1 1 II IIIMM Mill Mill MMM MMMMMMMMM 

Db 12 7 6 AGGGACACGACTGGAGATTAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCC 13 35 

Qy 42 6 ATCTGATGA 434 

IMMIIII 
Db 1336 ATCTGATGA 1344 



RESULT 9 

US-09-859-053-29 

Sequence 29, Application US/09859053 
Patent No. US20020102658A1 
GENERAL INFORMATION: 
APPLICANT: Tsuj i , Takashi 
APPLICANT: Tezuka, Katsunari 
APPLICANT: Hori , No. US20020102658Aluaki 

TITLE OF INVENTION: HUMAN MONOCLONAL ANTIBODY AGAINST A 

TITLE OF INVENTION: COSTIMULATORY SIGNAL TRANSDUCTION MOLECULE AILIM AND 
TITLE OF INVENTION: PHARMACEUTICAL USE THEREOF 
FILE REFERENCE: 06501-079001 

CURRENT APPLICATION NUMBER: US/09/ 859 , 053 
CURRENT FILING DATE: 2001-05-16 
PRIOR APPLICATION NUMBER: JP 2001-99508 
PRIOR FILING DATE: 2001-03-30 
PRIOR APPLICATION NUMBER: JP 2000-147116 
PRIOR FILING DATE: 2000-05-18 
NUMBER OF SEQ ID NOS : 43 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 2 9 
LENGTH: 974 
TYPE : DMA 

ORGANISM: Homo sapiens 



FEATURE : 
NAME/ KEY 
LOCATION 
NAME / KEY 
LOCATION 



5 'UTR 
(1) . - . (38) 
CDS 

(39) . . . (746) 



NAME/ KEY 
LOCATION 
NAME /KEY 
LOCATION 



3 ' UTR 

(750) . . . (974) 
sig_peptide 
(39) . . . (104) 



US-09-859-053-29 

Query Match 86.8%; Score 381.2; DB 9; Length 974; 

Best Local Similarity 92.4%; Pred . No. 2.4e-106; 

Matches 401; Conservative 0; Mismatches 33; Indels 0; Gaps 0; 
Qy 1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 60 

I E 1 1 1 1 1 1 1 I llllll IIIIIIIIIMIIIIIIIMIMIIII 1 1 1 1 1 1 1 1 1 II 

Db 3 9 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCC 98 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

Mill IIMIIIMIIIIMIIIIIIMIII II IIIIIIIIIIMIIIIIIIIIII 
Db 99 AGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGA 158 

Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 180 

1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 15 9 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGGTTGTTAGCCTGGTATCAGCAG 218 

Qy 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

I III llllll Ml M M Ml IMMIMMMIIMIIIIIIIM 

Db 219 AAACCAGGGAAAGCCCCTAAACTCCTGATCTATGTTGCATCCAGTTTGCAAAGTGGGGTC 2 78 

Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

IMIIIMIIIIMMIIIIIIMIIMIMMIIMIIIMIIIIIIIIMIIIIIIII 

Db 279 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 38 

Qy 301 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

IIIIIIIIIIMIIIIIIIIIII II II llllll I I MM Mill II II 

Db 33 9 CAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCGTGGACGTTC 3 98 

Qy 3 61 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 4. 2 0 

Mill IMIMIM MM 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i E 1 1 1 1 

Db 3 99 GGCCAAGGGACCAAGGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 4 58 

Qy 421 CCGCCATCTGATGA 434 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 45 9 CCGCCATCTGATGA 4 72 



RESULT 10 

US-10-6.25-105-29 

; Sequence 29, Application US/10625105 
; Publication No. US20040180052A1 
; GENERAL INFORMATION: 

APPLICANT: Tsu j i , Takashi 

APPLICANT: Tezuka, Katsunari 

APPLICANT: Hori , Nobuaki 

TITLE OF INVENTION: HUMAN MONOCLONAL ANTIBODY AGAINST A 

TITLE OF INVENTION: COSTIMULATORY SIGNAL TRANSDUCTION MOLECULE AILIM AND 
TITLE OF INVENTION: PHARMACEUTICAL USE THEREOF 
FILE REFERENCE: 06501-079001 
; CURRENT APPLICATION NUMBER: US/lO/625 , 105 
CURRENT FILING DATE: 2003-07-22 



PRIOR APPLICATION NUMBER : US/09/859 , 053 

PRIOR FILING DATE: 2001-05-16 

PRIOR APPLICATION NUMBER: JP 2001-99508 

PRIOR FILING DATE: 2001-03-30 

PRIOR APPLICATION NUMBER: JP 2000-147116 

PRIOR FILING DATE: 2000-05-18 

NUMBER OF SEQ ID NOS : 4 3 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 2 9 



LENGTH : 9 


74 




TYPE : DNA 






ORGANISM: 


Homo 


sapiens 


FEATURE : 






NAME /KEY: 


5 'UTR 




LOCATION: 


(1) . . 


. (38) 


FEATURE : 






NAME /KEY: 


CDS 




LOCATION: 


(39) . 


. - (746) 


FEATURE : 






NAME /KEY: 


3 'UTR 




LOCATION: 


(750) 


. . . (974) 


FEATURE : 






NAME/ KEY: 


sig_peptide 


LOCATION: 


(39) . 


. . (104) 


US-10-625-105 


-2 9 





Query Match 86.8%; Score 3 81.2; DB 17; Length 974; 

Best. Local Similarity 92.4%; Pred. No. 2.'4e-106; 

Matches 401; Conservative 0; Mismatches 33; Indels 0; Gaps 0; 
Qy 1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 6 0 

IIIIIMM I 1 1 1 1 II 1 1 1 1 1 II 1 1 1 M 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 i 1 1 1 1 1 II 

Db 3 9 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCC 98 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

Mill Mill! Illllll MINI lllllll II 1 1 E f ! I i 1 1 1 1 1 1 1 1 1 i 1 1 1 E i t 

Db 99 AGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGA 158 



Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 18 0 

MIMIIIIIMIMIIIIMMIIIIIIIIIMIIM I 1 1 II I M M 1 1 1 1 1 1 1 II I 

Db 15 9 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGGTTGTTAGCCTGGTATCAGCAG 218 

Qy 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

1 1 1 1 M I I II II II 1 1 1 II 1 1 1 1 M I II I II 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 II I II 

Db 219 AAACCAGGGAAAGCCCCTAAACTCCTGATCTATGTTGCATCCAGTTTGCAAAGTGGGGTC 2 78 

Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

MMIIMIMMMIIMMMMMMMMMMIMMMMMMIMIIIMM 

Db 27 9 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 33 8 



Qy 3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

MMIMMMMMIMIMM II II MMII I I MM Mill M II 

Db 33 9 CAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCGTGGACGTTC 3 98 



Qy 361 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

Mill IIMIIMI III! MMMMMMMMIMMMMMIMMMIMM 

Db 3 99 GGCCAAGGGACCAAGGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 4 58 



Qy 421 CCGCCATCTGATGA 434 

IMIIIIIIIIMI ' 

Db 45 9 CCGCCATCTGATGA 4 72 



RESULT 11 
US-10-684-109-89 

Sequence 89, Application US/10684109 
Publication No. US 2004017537 9A1 
GENERAL INFORMATION: 
APPLICANT: DeVries, Peter J. 
APPLICANT: Green, Larry L. 
APPLICANT: Ostrow, David H. 
APPLICANT: Reilly, Edward B. 
APPLICANT: Wieler, James 

TITLE OF INVENTION: Erythropoietin Receptor Binding 
TITLE OF INVENTION: Antibodies 
FILE REFERENCE: 6 98 9 . US . 02 

CURRENT APPLICATION NUMBER: US/ 10/684 , 109 
CURRENT FILING DATE: 2003-10-10 
PRIOR APPLICATION NUMBER: 10/269,711 
PRIOR FILING DATE: 2002-10-14 
NUMBER OF SEQ ID NOS : 115 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 8 9 
LENGTH: 7 02 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-684-109-89 

Query Match 86.2%; Score 378.4; DB 17; Length 702; 

Best Local Similarity 92.8%; Pred. No. 1.6e-105; 

Matches 3 97; Conservative 0; Mismatches 31; Indels 0; Gaps 0; 
Qy 7 ATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATGT 66 

III I 1 1 1 1 1 1 1 1 1 1 II 1 1 M 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II I 

Db 1 ATGAGGCTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTGCCAGGTGT 60 

Qy 6 7 GACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCACC 12 6 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II I M 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 

Db 61 GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGTCACC 12 0 

Qy 12 7 ATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACCA 186 

I III Mil Mill MINIM MM I MM I II I II II I II II I II I 1 1 

Db 121 ATCACTTGCCGGGCAAGTCAGGGCATTAAAAATGATTTAGGCTGGTATCAGCAGAAACCA 180 

Qy 18 7 GAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATCA 246 

I M II II I II I I II llllllllll IIMIIMIIIIIIIIMMIIIIIIIIMM 

Db 181 GGGAAAGCCCCTAAGCGCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATCA 24 0 

Qy 24 7 AGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 3 06 

IMMMMMMMMMMMMIMI IMIMIMM IMMMIMMMMM 

Db 241 AGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACAATCAGCAGCCTGCAGCCT 3 00 

Qy 3 07 GAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCAG 3 66 

IMIMMMMMMMIMM I MM II 1 1 ! 1 1 1 1 MM II IMIIIIIII 



Db 3 01 GAAGATTTTGCAACTTATTACTGTCTACAGCATAATAGTTATCCGTGCAGTTTTGGCCAG 3 60 



Qy 3 67 GGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 42 6 

1 1 I I II 1 1 1 1 1 1 1 1 1 1 I II ! 1 1 I 1 1 1 II 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 II I M 1 1 II 1 1 1 1 1 1 

Db 3 61 GGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACGATCTGTCTTCATCTTCCCGCCA 42 0 



Qy 4 27 TCTGATGA 4 34 

Illlllll 
Db 421 TCTGATGA 42 8 



RESULT 12 

US-10-684-109-90/C 

; Sequence 90, Application US/10684109 
; Publication No. US2 004 017537 9A1 
; GENERAL INFORMATION: 

APPLICANT: DeVries, Peter J. 

APPLICANT: Green, Larry L. 
; APPLICANT: Ostrow, David H. 

APPLICANT: Reilly, Edward B. 

APPLICANT: Wieler, James 

TITLE OF INVENTION: Erythropoietin Receptor Binding 
TITLE OF INVENTION: Antibodies 
FILE REFERENCE : 698 9. US . 02 
; CURRENT APPLICATION NUMBER: US/ 10/ 684 , 1-0 9 
CURRENT FILING DATE: 2003-10-10 
PRIOR APPLICATION NUMBER: 10/269,711 
PRIOR FILING DATE: 2002-10-14 
NUMBER OF SEQ ID NOS : 115 

SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 90 
LENGTH: 7 02 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-684-109-90 



Query Match 86.2%; Score 378.4; DB 17; Length 702; 

Best Local Similarity 92.8%; Pred.-No. 1.6e-105; 

Matches 3 97; Conservative 0; Mismatches 31; Indels 0; Gaps 0; 

Qy 7 ATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATGT 66 

Ml I Mill 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IIMMIIMIIII Ml 

Db 7 02 ATGAGGCTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTGCCAGGTGT 64 3 



Qy 67 GACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCACC 12 6 

MMMIMMMIIMIIMIMMIM MINI I I II 1 1 II 1 1 III III Illlllll 

Db 642 GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGTCACC 583 



Qy 12 7 ATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACCA 186 

MIMIM Mill IIMIMI MM I MM 1 1 M II II III M 1 1 1 1 1 1 

Db 5 82 ATCACTTGCCGGGCAAGTCAGGGCATTAAAAATGATTTAGGCTGGTATCAGCAGAAACCA 523 



Qy 187 GAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATCA 24 6 

I I I II I II I I II M II I II M I II I II I M I II 1 1 1 II I II II 1 1 1 II II 1 1 M 1 1 

Db 522 GGGAAAGCCCCTAAGCGCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATCA 4 63 

Qy 24 7 AGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 3 06 



! I I 1 1 ! 1 1 E 1 1 1 1 1 I M I i t I I I I E [ 1 1 I IIIIIMIIII I I I! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 4 62 AGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACAATCAGCAGCCTGCAGCCT 4 03 

Qy 3 07 GAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCAG 3 66 

IN III Mill III III Ml Hi I 11.11 II NIMH MM II IMIMIMI 

Db 4 02 GAAGATTTTGCAACTTATTACTGTCTACAGCATAATAGTTATCCGTGCAGTTTTGGCCAG 34 3 

Qy 3 67 GGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 42 6 

1 1 II 1 1 I M 1 1 II 1 1 II II I II II I M I II 1 1 II I II 1 1 1 1 II I II II I II I II II 1 1 II 

Db 3 42 GGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 2 83 

Qy 42 7 TCTGATGA 434 

MIMIII 
Db 2 82 TCTGATGA 2 75 



RESULT 13 
US-10-684-109-107 

Sequence 107, Application US/10684109 
Publication No. US20040175379A1 
GENERAL INFORMATION: 
APPLICANT: DeVries, Peter J. 
APPLICANT: Green, Larry L. 
APPLICANT: Ostrow, David H. 
APPLICANT: Reilly, Edward B. 
APPLICANT: Wieler, James 

TITLE OF INVENTION: Erythropoietin Receptor Binding 
TITLE OF INVENTION: Antibodies 
FILE REFERENCE: 6989. US. 02 

CURRENT APPLICATION NUMBER: US/10/684 , 109 
CURRENT FILING DATE: 2003-10-10 
PRIOR APPLICATION NUMBER: 10/269,711 
PRIOR FILING DATE: 2 002-10-14 
NUMBER OF SEQ ID NOS : 115 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 107 
LENGTH: 7 02 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-684-109-107 



Query Match 86 . 2% ; 

Best Local Similarity 92.8%; 
Matches 397; Conservative 



Score 378.4; DB 17; 
Pred. No. 1.6e-105; 
0; Mismatches 31; 



Length 7 02 ; 
Indels 0; 



Gaps 



Qy 
Db 



7 ATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATGT 6 6 

III I MM I II I M M M 1 1 1 M II I M 1 1 1 1 1 1 II 1 1 M 1 1 1 1 1 1 II II II I 

1 ATGAGGCTCCCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTGCCAGGTGT 6 0 



Qy 

Db' 

Qy 

Db 



6 7 GACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCACC 12 6 

. IMIIIIIIMIMMIIMMMIIMI 1 1 II II 1 1 1 M 1 1 II M 1 1 II M I II II 1 1 

6 1 GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGTCACC 12 0 
12 7 ATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACCA 186 

Ml Mill Mill 1 1 III Ml Mill I MM II Mill I II II I MM I 

121 ATCACTTGCCGGGCAAGTCAGGGCATTAGAAATGATTTAGGCTGGTATCAGCAGAAACCG 18 0 



Qy 18 7 GAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATCA 24 6 

I 1 1 1 1 1 1 1 II I II I 1 1 II I II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 181 GGGAAAGCCCCTAAGCGCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATCA 24 0 

Qy 247 AGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 3 06 

I I I I 1 I I I I I I I II I I M I I I I I I I I I I I I I I M I I I I I I I I I I I I I II I I I I I I I I I 
Db 241 AGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACAATCAGCAGCCTGCAGCCT 3 00 

Qy 3 0 7 GAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCAG 3 66 

Ml IIIIHMI IIIM I Ml I MM II MMMMMM II MMMMM 

Db 3 01 GAAGATTTTGCAACTTATTACTGTCTACAGCATAATAGTTACCCGTGCAGTTTTGGCCAG 360 

Qy 367 GGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 42 6 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIillllllllMIIIMI 

Db 361 GGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 42 0 

Qy 42 7 TCTGATGA 434 

Illlllll 
Db 421 TCTGATGA 42 8 



RESULT 14 

US-10-6 84.-10 9-108/C 

Sequence 108, Application US/10684109 
Publication No. US2 0040175379A1 
GENERAL INFORMATION: 
APPLICANT: DeVries, Peter J. 
APPLICANT: Green, Larry L . 
APPLICANT: Ostrow, David H. 
APPLICANT: Reilly, Edward B. 
APPLICANT: Wieler, James 

TITLE OF INVENTION: Erythropoietin Receptor Binding 
TITLE OF INVENTION: Antibodies 
FILE REFERENCE: 698 9. US. 02 

CURRENT APPLICATION NUMBER : US/ 10/684, 109 
CURRENT FILING DATE: 2003-10-10 
PRIOR APPLICATION NUMBER: 10/269,711 
PRIOR FILING DATE: 2002-10-14 
NUMBER OF SEQ ID NOS : 115 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 108 
LENGTH: 7 02 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-684-109-108 



Query Match 86.2%; 
Best Local Similarity 92.8%; 
Matches 3 97; Conservative 



Score 378.4; DB 17; Length 702; 
Pred. No. 1.6e-105; 
0; Mismatches 31; Indels . 0; 



Gaps 



0; 



Qy 

Db 



7 ATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATGT 6 6 

Ml I 1 1 1 1 I 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 III 

7 02 ATGAGGCTCCCTGCTC AGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTGCCAGGTGT 64 3 



Qy 
Db 



67 GACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCACC 12 6 

IIIIIIIMIMMIIIMIIMIIIMI IMIIIMMMIIMIIIIIIIMIIMI 

64 2 GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGTCACC 5 83 



Qy 12 7 ATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACCA 18 6 

MINIM Mill IIIIMM Mill I MM II 1 1 II I II 1 1 M I 1 1 1 1 

Db 58 2 ATGACTTGCCGGGGAAGTCAGGGCATTAGAAATGATTTAGGCTGGTATCAGCAGAAACCG 52 3 

Qy 18 7 GAGAAAGCCCCTAAGTCCCTGATCTATTCTGGATCCAGTTTGCAAAGTGGGGTCCCATCA 24 6 

I MINIMUM MMMMII 1 1 1 M 1 1 ! I ! 1 1 1 E M 1 1 1 1 1 1 1 E 1 1 1 1 1 1 i I 

Db 52 2 GGGAAAGCCCCTAAGCGCCTGATGTATGCTGGATCCAGTTTGCAAAGTGGGGTCCCATCA 4 63 

Qy 24 7 AGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 3 06 

I I II 1 1 M II II I II II 1 1 1 1 1 1 1 II II I II I I II II I M 1 1 1 1 II I II 1 1 M M I M 

Db 4 62 AGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTGACAATCAGCAGCCTGCAGCCT 4 03 

Qy 3 0 7 GAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCAG 3 66 

I MM I II Mill MMMMII I MM II MM II II 1 1 II II MMMMII 

Db 4 02 GAAGATTTTGCAACTTATTACTGTCTACAGCATAATAGTTACCCGTGCAGTTTTGGCCAG 34 3 

Qy 3 67 GGGACCAAGCTGGAGATGAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 42 6 

MM II III Ml II Mill IIIIMM MUM II I M II II II I M I II M M II II M 

Db 34 2 GGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 2 83 

Qy 42 7 TCTGATGA 434 

IIIIMM 
Db 2 82 TCTGATGA 27 5 



RESULT 15 
US-09-844-684-15 

Sequence 15, Application US/09844684 
Patent No. US20020142358A1 
GENERAL INFORMATION: 
APPLICANT: GEMINI SCIENCE, INC. 

APPLICANT: LA JOLLA INSTITUTE FOR ALLERGY AND IMMUNOLOGY 

TITLE OF INVENTION: HUMAN ANTI-CD40 ANTIBODIES AND METHODS OF MAKING SAME 
FILE REFERENCE: 212 86/027633 9 
CURRENT APPLICATION NUMBER: US/09/844 , 684 
CURRENT FILING DATE: 2001-04-27 
PRIOR APPLICATION NUMBER: US 60/200,601 
PRIOR FILING DATE: 2000-04-28 
NUMBER OF SEQ ID NOS : 15 
SOFTWARE: Patent In Ver. 2.1 
SEQ ID NO 15 
LENGTH: 72 8 
TYPE : DNA 

ORGANISM: Homo sapiens 
US-09-844-694-15 



Query Match 85.7%; Score 376.4; DB 9 

Best Local Similarity 91.7%; Pred. No. 6.6e-105 
Matches 398; Conservative 0; Mismatches 36 



Length 72 8; 

Indels 0; Gaps 0; 



Qy 1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 60 

MM I MM I I Mill II Mill III I II MM II MM MM I MM I Ml II 

Db 59 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCC 118 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

Mill II Ml Ml Ml II II MM II MM I II II 1 1 M I II II II I II I II I M 



Db 



119 AGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGGATCTGTAGGAGACAGA 17 8 



Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 180 

I I I I I II I I I I I I I I I I I I I M I I I I I I I I I I I I I I II I I I I I I I I I I i I I I 1 I I I I I I I 
Db 17 9 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 23 8 

Qy 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

MM IMIMIMIMI IIIIIIIMI III IIIMIIIMMIMIMIIII 

Db 2 39 AAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGCTGGATCCAGTTTGCAAAGTGGGGTC 2 98 

Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

IMMIIIIIIIIIIMIIIIIIII IMMIIIIIIIIIIIIIMIIIIIIIIMIMI 

Db 2 99 CCATCAAGGTTCAGCGGCAGTGGATTTGGGACAGATTTGACTCTCACGATCAGCAGCCTG 3 58 

Qy 3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

IIIIIIIMIIIIIIIIIIIIII II II MM I 1 1 1 1 Ml II II 

Db 3 59 CAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAGCAGTTTCCCTCGGACATTC 418 

Qy 3 61 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

Mill IMIIMM I II MM Ml MM MMMMM 

Db 419 GGCCAAGGGACCAAGGTGGAGATCAAACGTACGGTGGCTGCACCATCTGTCTTCATCTTC 4 78 

Qy 421 CCGCCATCTGATGA 4 34 

I II IM I II II I M 
Db 47 9 CCGCCATCTGATGA 4 92 



Search completed: December 3, 2004, 02:43:21 
Job time : 337.578 sees 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 
Run on : 



Title: 

Perfect score : 
Sequence : 

Scoring table: 



December 2, 2004, 12:19:03 ; Search time 2285.1 Seconds 

(without alignments) 
7000.593 Million cell updates/sec 

US-08-72 8-4 63B-2 0 8 
439 

1 ATGGACATGGAGTTCCCCGT CCCGCCATCTGATGAAGCTT 43 9 

I DENT I TY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 32822875 seqs ; 18219865908 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing : Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



65645750 



Database 
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Pred . No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 
BF976230 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



BF976230 943 bp mRNA linear EST 22-JAN-2001 

602245105F1 NIH_MGC_48 Homo sapiens cDNA clone IMAGE : 4336225 5', 
mRNA sequence . 
BF976230 

BF976230.1 GI:12343445 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Primates; Catarrhini ; Hominidae; Homo. 

1 (bases 1 to 943) 

NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 
Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Louis M. Staudt, M.D., Ph.D. 
cDNA Library Preparation: Ling Hong/Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Incyte Genomics, Inc. 

Clone distribution:. MGC clone distribution information can be 
found through the I.M.A.G.E. Consort ium/LLNL at: 
http://image.llnl.gov 
Plate: LLCM12 0 8 row: j column: 02 
High quality sequence stop: 721. 

Location/ Qualifiers 

1. .943 

/organism= "Homo sapiens" 

/mol_type="mRNA" 

/ db_xr e f = " t axon : 9 6 0 6 " 

/clones "IMAGE: 433 62 2 5" 

/tissue_type="primary B-cells from tonsils (cell line) " 
/lab_host="DH10B (phage-resistant) " 
/ c lone_l ib= "NIH_MGC_4 8 " 

/note="0rgan: B-cells; Vector: p0TB7 ; Site_l: Xhol ; 
Site_2: EcoRI; cDNA made by oligo-dT priming. 
Directionally cloned into EcoRl/XhoI sites using the 
following 5' adaptor: GGCACGAG (G) . Size- selected >500bp 
for average insert size 1.8kb. Library constructed by Ling 
Hong in the laboratory of Gerald M. Rubin (University of 
California, Berkeley) using ZAP-cDNA synthesis kit 



(Stratagene) and Superscript II RT (Life Technologies) 
Note: this is a NIH_MGC Library." 



ORIGIN 



Query Match 90.1%; Score 395.6; DB 2; Length 943; 

Best Local Similarity 94.5%; Pred . No. 2.6e-106; 

Matches 410; Conservative 0; Mismatches 24; Indels 0; Gaps 0; 
Qy 1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGC.C 6 0 

MINIMI I MINI IMIIIMMIIII.il MUM Mill 1 1 Ml 1 1 II II 

Db 18 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCC 77 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

Mill I I 1 1 1 M 1 1 1 1 M M 1 1 II 1 1 1 M 1 1 M IIMMMMMMIIMIMM 

Db 7 8 AGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGA 137 

Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 18 0 

MMMMMIMMIMIMMMIMMMMMMIMMMMIMMIMIMM 

Db 13 8 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 197 



Qy 

Db 

Qy 

Db 

Qy 

Pb 

Qy 

Db 

Qy 
Db 



181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 240 

I Ml II I 1 1 II Ml 1 1 MM I MM I III I I 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 

198 AAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTC 2 57 
241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

M 1 1 M I M M M II 1 1 1 I II 1 1 1 1 M 1 1 M 1 1 1 1 I II I II I II II 1 1 1 1 1 1 II 1 1 1 1 M 

2 5 8 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 317 

3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

I III Ml IIMI Ml III III I II II MINI I I MM III MINIM 

318 CAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCTCACACTTTT 3 77 
361 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

M I II I M I II 1 1 II 1 1 1 1 1 1 1 1 1 1 II I II 1 1 1 1 II 1 1 1 M II I 1 1 1 1 M M II II II II 

3 7 8 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 4 37 
421 CCGCCATCTGATGA 4 34 

MMMIMIMM 

43 8 CCGCCATCTGATGA 451 



RESULT 2 
BG341988 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



BG341988 961 bp mRNA linear EST 27-FEB-2001 

602463136F1 NIHJ4GC_48 Homo sapiens cDNA clone IMAGE : 4575800 5', 
mRNA sequence. 
BG341988 

BG341988.1 GI:13148426 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 961) 
NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 



Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



COMMENT Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Louis M. Staudt, M.D., Ph.D. 
cDNA Library Preparation: Ling Hong/Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium { LLNL ) 
DNA Sequencing by: Incyte Genomics, Inc. 

Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E. Consort ium/LLNL at: 
http : / /image . llnl . gov 
Plate: LLCM1287 row: h column: 09 
High quality sequence stop: 655. 
FEATURES Location/Qualifiers 
source 1 . .961 

/organism= "Homo sapiens" 
/mol_type= "mRNA" 
/db_xref ="taxon: 96 06" 
/clone- "IMAGE: 45 75 800" 
, /tissue_type= "primary B-cells from tonsils (cell line)" 
/lab_host="DH10B (phage-resistant) " 
/ c 1 one_l i b= " NIH_MGC_4 8 " 

/note= "Organ: B-cells ; Vector: pOTB7; Site_l : Xhol; 
Site_2 : EcoRI; cDNA made by oligo-dT priming. 
Directionally cloned into EcoRl/XhoI sites using the 
following 5' adaptor: GGCACGAG (G) . Size- selected >500bp 
for average insert size 1.8kb. Library constructed by Ling 
Hong in the laboratory of Gerald M. Rubin (University of 
Calif ornia, . Berkeley) using ZAP-cDNA synthesis kit 
(Stratagene) and Superscript II RT (Life Technologies) . 
Note: this is a NIH MGC Library." 

ORIGIN 

Query Match 89.7%; Score 394; DB 4; Length 961; 

Best Local Similarity 94.2%; Pred. No. 8e-106; 

Matches 409; Conservative 0; Mismatches 25; Indels 0; Gaps 0; 
Qy 1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 6 0 

MIMIIM I Ml II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 II 1 1 1 Ml 1 1 1 1 1 1 I 

Db 16 ATGGACATGAGGGTCCTCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 75 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

MIMIIMMIIIIIMIIMMIIIIIIMIIIIIIIIIIIIMMIIMI II M I 

Db 7 6 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGGCACAGA 13 5 

Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 18 0 

I M 1 1 1 1 1 i 1 1 1 1 I ! 1 1 1 1 I I M 1 1 1 1 I 1 1 1 M 1 1 II I I II I MM M 1 1 1 1 M M 

Db 13 6 GTCACCATCACTTGTCGGGCGAGTCAGAATGTTAGCAGGTGGTTAGCCTGGTATCAGCAG 195 

Qy 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

I III MUM II MUM I Mill MMMM II Mill III III II Mill II II 

Db 196 AGACCAGAGAAAGCCCCTAAGTCCCTGATCTATGCTACATCCAGTTTGCACAGTGGGGTC 2 55 

Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

II II I M I II I I I I I I M I I I I I M I I II I I I II I I I I I I II I I I I I I I I M II II I I I I 

Db 2 56 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 315 

Qy 3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

M II I 1 1 1 M I 1 1 II II II I I II II M M 1 1 M II II II Ml MUM III 



Db 



316 CAGCGTG AAGATTTTGCAACTTATTACTGCCAACAGTATAATACTTACCCTCTCACTTTC 3 7 5 



Qy 361 GGCCAGGGGACGAAGCTGGAGATCAAACGAACTGTGGGTGCACCATCTGTCTTCATCTTC 420 

III MINIMI IIMIIIIIIIIIIMIIIIIIIIIMIIIIIMIIMMIIM 

Db 37 6 GGCGGAGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 43 5 

Qy 421 CCGCCATCTGATGA 4 34 

I I I II II II I I I I I 
Db 43 6 CCGCCATCTGATGA 44 9 



RESULT 3 
BG756818 

LOCUS BG756818 886 bp mRNA linear EST 15-MAY-2001 

DEFINITION 602710291F1 NIH_MGC_48 Homo sapiens cDNA clone IMAGE : 4850686 5', 

mRNA sequence . 
ACCESSION BG756818 

VERSION BG756818.1 GI: 14067471 

KEYWORDS EST. 

SOURCE Homo sapiens (human) 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 886) 
, AUTHORS NIH-MGC http://mgc.nci.nih.gov/. 
TITLE National Institutes of Health, Mammalian Gene Collection (MGC) 

JOURNAL Unpublished (1999) 
COMMENT Contact: Robert Strausberg, Ph.D. < 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Louis M. Staudt, M.D., Ph.D. 
cDNA Library Preparation: Ling Hong/Rubin Laboratory 
cDNA Library Arrayed by : The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Incyte Genomics, Inc. 

Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E. Consortium/ LLNL at: 
http://image.llnl.gov 
Plate: LLCM1692 row: e column: 23 
High quality sequence stop: 864. 
FEATURES Location/Qualifiers 
source 1. .886 

/organism= "Homo sapiens" 
/mol_type="mRNA" 
/db_xref - " taxon : 9606 " 
/clones "IMAGE: 4 850686" 

/ tissue_type= "primary B-cells from tonsils (cell line)" 
/lab_host="DH10B (phage -resistant ) » 
/ clone_l ib= " NIH_MGC_4 8 " 

/note- "Organ: B-cells ; Vector: pOTB7 ; Site_l : Xhol ; 
Site_2 : EcoRI ; cDNA made by oligo-dT priming. 
Direct ionally cloned into EcoRl/XhoI sites using the 
following 5' adaptor: GGCACGAG ( G ) . Size- selected >500bp 
for average insert size l.Skb. Library constructed by Ling 
Hong in the laboratory of Gerald M. Rubin (University of 
California, Berkeley) using ZAP-cDNA synthesis kit 
(Stratagene) and Superscript II RT (Life Technologies) . 
Note: this is a NIH_MGC Library." 

ORIGIN 



Query Match 88.7%; Score 389.2; DB 4; 

Best Local Similarity 93.5%; Pred. No. 2.1e-104; 
Matches 4 06; Conservative 0; Mismatches 28; 



Length 8 86; 

Indels 0; Gaps 0; 



Qy 1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 6 0 

I I Mill II I I II 1 1 1 I I 1 1 1 1 M 1 1 1 1 1 I II M 1 1 1 1 1 1 II I 1 1 M III i 1 1 II 

Db 10 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTGCC 6 9 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

II IIMIIIIIIIMIIIIIIIIIIMIIIIMI IIIIIMIIIIIIIIIIIIIIIII 

Db 7 0 AGGTGTGACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGA 12 9 

Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 18 0 

IMIMIIIIIIII Mill Mill Mill I MM I i 1 1 1 f 1 1 1 1 1 1 1 

Db 13 0 GTCACCATCACTTGCCGGGCAAGTCAGGGCATTAGAAATGATTTAGGCTGGTATCAGCAG 189 

Qy 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

IMIMI IMMMMMM IMIIIMM MMMMIIMMMMMMIMI 

Db 190 AAACCAGGGAAAGCCCCTAAGCGCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTC 24 9 

Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

I M II II I I I I M M II I I II I II II I I II I I I I I II II II II I I I II I II II I II I I 
Db 25 0 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACAATCAGCAGCCTG 3 09 

Qy 3 01 CAGCCTGAAGATTTTGCAACTTATTACTGGCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

IIMIIIIIMIIIIIIIIIIIIIIMM I MM II 1 1 1 ! 1 1 1 1 E 1 1 1 1 1 1 1 J f 1 1 

Db 310 CAGCCTGAAGATTTTGCAACTTATTACTGTCTACAGCATAATAGTTACCCGTACACTTTT 3 69 

Qy 3 61 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 4 20 

MM III Mill II 1 1 1 1 1 M M M 1 1 1 1 1 1 M I Mill I F f 1 1 f I f M 1 1 1 1 1 1 1 1 i I 

Db 3 70 GGCCTGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 9 

Qy 421 CCGCCATCTGATGA 4 34 

I M II II I M M I I 

Db 43 0 CCGCCATCTGATGA 4 43 



RESULT 4 
CB055233 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

, JOURNAL 
COMMENT 



CB055233 689 bp mRNA linear EST 17-JAN-2003 

NISC_gm08f 08 .yl NCI_CGAP_Brn2 3 Homo sapiens cDNA clone 
IMAGE: 3291807 5', mRNA sequence. 
CB055233 

CB0552 3 3 .1 GI : 27 7 93 520 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 689) 

NCI-CGAP http://www.ncbi.nlm.nih.gov/ncicgap. 

National Cancer Institute, Cancer Genome Anatomy Project (CGAP) 
Tumor Gene Index 
Unpublished (1997) 
Contact: Robert Strausberg, Ph.D. 
Email: cgapbs-r@mail.nih.gov 



Craniata; Vertebrata; ■ Euteleostomi ; 
Catarrhini ; Hominidae; Homo. 



cDNA Library Preparation: 
cDNA Library Arrayed by: The I.M.A.G.E. Consort ium/LLNL 
DNA Sequencing by: National Institutes of Health Intramural 

Sequencing Center (NISC) 
Clone distribution: NCI-CGAP clone distribution information can be 

found through the I.M.A.G.E. Consort ium/LLNL at: 

info@image . llnl .gov 

Plate: LLAM8061 row: L column: 16 
Seq primer: M13RP1 reverse primer (ABI) . 
FEATURES Location/Qualifiers 
source 1. .689 

/organism= "Homo sapiens" 

/ mol_type= "mRNA" 

/db_xref ="taxon: 96 0 6" 

/clone= ,! IMAGE : 32 91807" 

/ tissue_type= "glioblastoma (pooled) " 

/ 1 ab Jho s t= "DH10B " 

/clone_lib="NCI_CGAP_Brn23 " 

/note="Qrgan: brain; Vector: pT7T3D-Pac (Pharmacia) with a 
modified polylinker; Site_l : Not I; Site_2 : Eco RI ; 1st 
strand cDNA was primed with a Not I - oligo(dT) primer [5' 
TGTTACCAATCTGAAGTGGGAGCGGCCGCATATCTTTTTTTTTTTTTTTTTTTTTTTT 
T 3']; double -stranded cDNA was ligated to Eco RI 
adaptors. (Pharmacia) , digested with Not I and cloned into 
the Not I and Eco RI sites of the modified pT7T3 vector. 
Library is normalized, and was constructed by Bento 
Soares and M.Fatima Bonaldo." 

ORIGIN 

Query Match 88.4%; Score 388.2; DB 6; Length 689; 

Best Local Similarity 93.5%; Pred. No. 3.9e-104; 

Matches 405; Conservative 0; Mismatches 28; Indels 0; Gaps 0; 
Qy 2 TGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCA 61 

I I MM II I MUM MM llllllllll I IMIMMIMI IMMMIMM 

Db 10 TGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCA 6 9 

Qy 62 GATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAG 121 

• M M II I II 1 1 II 1 1 1 II II II 1 1 I II Ml I 1 1 II 1 1 II I 1 1 1 1 1 M I M Ml I M 

Db 7 0 AATGTGACATCCAGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAG 12 9 

Qy 12 2 TCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGA 181 

Ml III 1 1 MM Mill II I II I I III III II II II II E 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 

Db 13 0 TCACCATCCCTTGCCGGGCCAGTCAGAGTATTAGTAGCTGGTTGGCCTGGTATCAGCAGA 18 9 

Qy 182 AACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCC 241 

llllll IMIIIIMIIII MIMIIMI Mill Mill MIMMIMM 

Db 190 AACCAGGGAAAGCCCCTAAGCTCCTGATCTATAAGGCATCTAGTTTAGAAAGTGGGGTCC 24 9 

Qy 24 2 CATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGC 301 

I M I M 1 1 I 1 1 1 II M I II II M 1 1 1 1 1 II I M I E I E ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 2 50 CATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAGCAGCCTGC 3 09 

Qy 3 02 AGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTG 361 

Mlllll I IMIIIIMIIII I M II HUM Nil III II IM llllll M II I M 

Db 310 AGCCTGATGATTTTGCAACTTATTACTGCCAACAGTATAATAGTTACCCGTACACTTTTG 369 



Qy 3 6 2 GCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCC 4 21 

II I Mill Ml II II MINI MM I MINI I II INN I Mill Mill III MM 1 1 

Db 3 70 GCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTT.ee 42 9 



Qy 42 2 CGCCATCTGATGA 4 34 

I I I I I I I I I I I I I 
Db 43 0 CGCCATCTGATGA 44 2 



RESULT 5 
CD691107 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 
JOURNAL 
COMMENT 



FEATURES 

source 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



CD691107 538 bp mRNA linear EST 25-JUN-200 

EST7630 human nasopharynx Homo sapiens cDNA, mRNA sequence. 
CD691107' 

CD691107.1 GI:32212503 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 538) 

Liu,X.-Q. # Zhou,Y., Zhang, L. -J., Xu,H., Chen,H.-K., Pan,Z.-G.. and 
Zeng,Y.-X. 

Transcriptional Gene Expression Profile of Human Nasopharynx 

Unpublished (2003) 

Contact : YiXin Zeng 

Cancer Center 

Sun Yat-sen University 

651 DongFeng Road East, GuangZhou 510060, China 

Tel : 86-1380-9770-743 

Fax: 86-20-8775-4506 

Email: yxzeng@gzsums.edu.cn. 

Location/Qualifiers 

1 . . 538 

/organism="Homo sapiens" 

/ mol_type= "mRNA" 

/db_xref ="taxon: 9606" 

/ 1 i ssue_type= " normal nasopharynx " 

/clone_lib= "human nasopharynx" 

/note="ESTs generated from a normal nasopharynx cDNA 
library from southern Chinese" 



ORIGIN 



Query Match 87.6%; Score 3 84.6; DB 6 

Best Local Similarity 94.3%; Pred. No. 4.3e-103 
Matches 410; Conservative 0; Mismatches 24 



Length 53 8; 

Indels 1; Gaps 1 



QY 
Db 

Qy 
Db 

Qy 



1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 6 0 

IIIMIIII I II! II 1 1 i i 1 1 1 1 1 E 1 1 1 f I ) 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j i i I E 1 1 1 1 

5 0 ATGGACATGAGGGTCCTCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 109 

6 1 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

MMMiMIIIIIIIMIIIMIIIMIIIIIIIIMMIIIIIIMIMIIIIMIII 

110 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 16 9 

121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 180 

IMMIIIIIMIIIIIMIIMIIIIIIMIII II IIIIIIIIMIIIIIMIIIII 



Db 



17 0 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAACACCTGGTTAGCCTGGTATCAGCAG 2 2 9 



Qy 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

I MINI INI Mill II MM MM Mill I I III I II I I MMMMIMIMM 

Db 23 0 CAACCAGACAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCACTTTGCAAAGTGGGGTC 289 

Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

II MMMMIMIMM II 1 1 1 II I II II II II M 1 1 I M M 1 1 M 1 1 1 1 1 1 1 1 II I 

Db 2 90 CCCTCAAGGTTCAGCGGCACTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 34 9 

Qy 3 01 CAGCCTGAAGATTTTGCAA-CTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTT 359 

II IIIMIIII II MUM MUM I I Mill MUM I Mill Ml MM II 

Db 35 0 CAGCCTGAAGATTTTGCAAGCTTATTACTGCCAGCAGTATAAGAGTTACCCCCTCACTTT 4 09 

Qy 3 60 TGGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTT 419 

III IIIMIIII 1 1 II I II I II III Ml I Mill 1 1 MUM III I II MM 1 1 

Db 410 CGGCGGAGGGACCAAGGTGGAGATGAAACGAACTGTGGCTGCACCATCTGTCTTCATCTT 4 69 



Qy 42 0 CCCGCCATCTGATGA 4 34 

MMMMMIMM 

Db 470 CCCGCCATCTGATGA 4 84 



RESULT 6 
CD690290 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 
JOURNAL 
COMMENT 



FEATURES 

source 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



Chen,H. -K. , Pan, Z. 



and 



CD690290 606 bp mRNA linear EST 25-JUN-2003 

EST6813 human nasopharynx Homo sapiens cDNA, mRNA sequence. 
CD690290 

CD690290-.1 GI:32210896 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 606) 

Liu,X.-Q., Zhou,Y., Zhang, L. -J., Xu,H. 

Zeng,Y.-X. 

Transcriptional Gene Expression Profile of Human Nasopharynx 
Unpublished (20 03) 
Contact : YiXin Zeng 
Cancer Center 
Sun Yat-sen University 

651 DongFeng Road East, GuangZhou 510060, China 
Tel : 86-1380-9770-743 
Fax: 86-20-8775-4506 
Email: yxzeng@gzsums.edu.cn. 

Location/ Qualifiers 

1. .606 

/organism- "Homo sapiens" 
/ mo l_t ype = " mRNA n 
/db_xref - "taxon : 9606 » 
/ tissue type= "normal nasopharynx" 
/clone_lib=" human nasopharynx" 

/note="ESTs generated from a normal nasopharynx cDNA 
library from southern Chinese" 



ORIGIN 



Query Match 87.6%; Score 384.4; DB 6; 

Best Local Similarity 92.9%; Pred. No. 5.1e-103; 
Matches 403; Conservative 0; Mismatches 31; 



Length 606; 

Indels 0; Gaps 0; 



Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 
Qy 

Db 

Qy 

Db 
Qy 

Db 

Qy 

Db 



1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 6 0 

II Ml MM I MMM 1 1 II I II 1 1 1 1 1 1 1 1 1 1 ! I II 1 1 1 M I IIMIIMI M 

6 8 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCC 12 7 
6 1 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

Mill Mill III IIIIIMIIIIIIMIII M IMIIMIIIIIIIIIMIMII 

12 8 AGATGCGACATCCAGATGACCCAGTCTCCATCTTCTGTGTCTGCATCTGTAGGAGACAGA 187 
121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTT AGCCTGGTATCAGCAG 180 

IMIMIIMIIIMMIIIIMIIIMMIIMIIIIIIIIIIMIIIIIIIIIIIIM 

188 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 24 7 
181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

II III II Mill! MMM I IMIMIIM 1 1 1 1 1 II I 1 1 M 1 1 II M 1 1 II II II 

24 8 AAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTC 3 07 
241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

MMMMMIMMMMMMMMMIMMMMMMIMM MM MMM 

3 0 8 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACTATCAGCAGCCTG 367 
3 0 1 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

II II M II I II II M II II I I M M II MMM I I MM III MMM 

3 6 8 CAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCCGCCACTTTC 42 7 

3 61 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

Ml IMIIMM IMIIIIIIIMIIIIMIIIIIMIIIIMIMIMIIMIII 

4 2 8 GGCGGAGGGACGAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 4 87 

42 T CCGCCATCTGATGA 4 34 

MIMIIIIIIIII 
4 88 CCGCCATCTGATGA 501 



RESULT 7 
CD691065 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 
JOURNAL 
COMMENT 



CD691065 610 bp mRNA linear EST 25-JUN-2003 

EST7588 human nasopharynx Homo sapiens cDNA, mRNA sequence. 
CD691065 

CD6 91065 .1 GI : 3 2212419 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 {bases 1 to 610) 

Liu,X.-Q., Zhou,Y., Zhang, L. -J., Xu,H 
Zeng , Y . -X. 

Transcriptional Gene Expression Profile of Human Nasopharynx 
Unpublished (2 003) 
Contact : Yixin Zeng 
Cancer Center 
Sun Yat-sen University 

651 DongFeng Road East, Guangzhou 510060, China 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



Chen,H.-K., Pan,Z.-G. and 



Tel : 86-1380-9770-743 
Fax: 86-20-8775-4506 
Email: yxzeng@gzsums.edu.cn. 
FEATURES Location/Qualifiers 
source 1. .610 

/organism^ "Homo sapiens" 

/mol_type= "mRNA" 

/db_xref ="taxon: 9606 " 

/ tissue_type= "normal nasopharynx" 

/clone_lib= "human nasopharynx" 

/note="ESTs generated from a normal nasopharynx cDNA 
library from southern Chinese" 

ORIGIN 

Query Match 87.6%; Score 3 84.4; DB 6; Length 610; 

Best Local Similarity 92.9%; Pred. No. 5.1e-103; 

Matches 4 03; Conservative 0; Mismatches 31; Indels 0; Gaps 0 
Qy 1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 60 

MINIMI i Mill! 1 1 1 1 M M I M 1 1 1 II 1 1 1 1 1 1 M M IIMIIIIIII 

Db 44 ATGGACATGAGGGTCCCCGCTCAGCTCCGGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCC 103 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

I IMIIIIIIMIIMIIIIIIMIMI III I IIIIIIIMIMMIIMIIIMI 

Db 104 AAATGTGACATCCAGATGACCCAGTCTCCTTCCACCCTGTCTGCATCTGTAGGAGACAGA 163 

Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 180 

I ! 1 1 1 1 1 1 1 1 r 1 1 1 Mill MINI MMMI MM I MM M MM; 

Db 164 GTCACCATCACTTGCCGGGCCAGTCAGAGTATTAGTAGCTGGTTGGCCTGGTATCAGCAA 22 3 

Qy 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

MMMI I 1 1 1 II I 1 1 M 1 1 1 1 1 M 1 1 1 M II M Mill MIIMIMM 

Db 224 AAACCAGGGAAAGCCCCTAAGCTCCTGATCTATAAGGCGTCTAGTTTAGAAAGTGGGGTC 2 83 

Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 30 0 

II I II I 1 1 1 II I 1 1 1 1 1 1 M I II M I II I II I I II II 1 1 1 II 1 1 1 1 M 1 1 II M II I M 

Db 2 84 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACCATCAG'CAGCCTG 34 3 

Qy 3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 360 

IMIIIII I ! f 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 I E 1 1 1 i 1 1 1 1 1 1 MMMI MM MM III I 

Db 344 CAGCCTGATGATTTTGCAACTTATTACTGCCAACAGTATAATAGTTATCCGTACACTTTT 4 03 

Qy 3 61 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

f 1 1 f i 1 1 1 E E E ! 1 1 1 1 1 1 1 1 1 1 1 M I M 1 1 1 M 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 M 1 1 1 { f 1 1 1 1 

Db 4 04 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 463 

Qy 421 CCGCCATCTGATGA 434 

IMIIIIMMIII 

Db 4 64 CCGCCATCTGATGA 47 7 



RESULT 8 
BF663472 

LOCUS BF663472 1100 bp mRNA linear EST 21-DEC-200 

DEFINITION 602144635F1 NIH_MGC_48 Homo sapiens cDNA clone IMAGE : 4 2 97 73 6 5', 

mRNA sequence . 
ACCESSION BF66347 2 



VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



Craniata; Vertebrata; 
Catarrhini; Hominidae 



Euteleostomi ; 
Homo . 



BF663472.1 . GI.-11937367 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 1100) 
NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 

Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Louis M. Staudt, M.D., Ph.D. 
cDNA Library Preparation: Ling Hong/Rubin Laboratory 
cDNA Library Arrayed by : The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Incyte Genomics, Inc. 

Clone distribution :■ MGC clone distribution information can be 
found through the I.M.A.G.E. Consort ium/LLNL at: 
http://image.llnl.gov 
Plate: LLCM1152 row: f column: 09 
High quality sequence stop: 704. 
Location/Qualifiers 
1. .1100 

/organism="Homo sapiens" 
/mo l_type= " mRNA " 
/db_xref ="taxon: 9606" 
/ C 1 one = " I MAGE : 4 2 9 7 7 3 6 " 

/tissue_type="primary B-cells from tonsils {cell line) " 
/lab_host="DH10B (phage-resistant ) " 
/clone_l ib= "NIH_MGC_4 8 » 

/note="0rgan: B-cells; Vector: pOTB7 ; Site_l: Xhol; 
Site_2 : EcoRI; cDNA made by oligo-dT priming. 
Directionally cloned into EcoRl/XhoI sites using the 
following 5' adaptor: GGCACGAG (G) . Size-selected >50 0bp 
for average insert size 1.8kb. Library constructed by Ling 
Hong in the laboratory of Gerald M. Rubin (University of 
California, Berkeley) using ZAP-cDNA synthesis kit 
(Stratagene) and Superscript II RT fLife Technologies) . 
Note: this is a NIH_MGC Library." 



ORIGIN 



Query Match 87.6%; 
Best Local Similarity 92.9%; 
Matches 403; Conservative 



Score 3 84 .4; DB 2; 
Pred. No. 5.9e-103; 
0; Mismatches 31; 



Length 1100; 
Indels 0; 



Gaps 



0; 



Qy 



Db 



1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 6 0 

MINIMI I MINI I ! 1 1 i 1 1 1 T 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 MINIMI II 

8 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCC 6 7 



Qy 

Db 

Qy 

Db 



61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

Mill M|||: || | IM'MI II I! || IIIIIIMIIIIIIMIIIMII 

6 8 AGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGA 127 
121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 180 

MIIMIIMIIIIIIIIIIMIMIIMIIIIIIIIIIIIIMIIIIIIIIIIIIIMI 

12 8 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 187 



Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 



181 AAACC AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 2 4 0 

II Ml I I II III III II II 1 1 1 1 I 1 1 1 1 II II 1 1 1 1 I 1 1 1 II 

18 8 AAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGCTTCATCCAGTTTGCAAAGTGGGGTC 24 7 
241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 0 0 

MM 1 1 II MINIMI Mill MINI III II I Mill Ml MINI MINIM MM 

24 8 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 07 
3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

IIIIIIIIIIMIIIIIIIIMI II II MINI I I INI III II 1 1 II 

3 0 8 CAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCTCTCACTTTC 3 67 
3 61 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 4 2 0 

III MINIMI IMMMIMMMMIMIIMIMIMIIIIIMMIIMM 

3 6 8 GGCGGAGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 7 

421 CCGCCATCTGATGA 4 34 

Ml ||. II I 

42 8 CCGCCATCTGATGA 441 



RESULT 9 , 

BG431143 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



BG431143 813 bp mRNA linear EST 14-MAR-2001 

602498773F1 NIH_MGC_75 Homo sapiens cDNA clone IMAGE : 4612146 5", 
mRNA sequence . 
BG431143 

BG431143.1 GI:13337649 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 813) 
NIH-MGC http : //mgc . nci . nih.gov/ . 

National Institutes of Health, Mammalian Gene Collection (MGC) 

Unpublished (199 9) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: CLONTECH Laboratories, Inc. 
cDNA Library Preparation: CLONTECH Laboratories, Inc. 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Incyte Genomics, Inc. 

Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E. Consort ium/LLNL at: 
http://image.llnl.gov 
Plate: LLCM1360 row: b column: 19 
High quality sequence stop: 715. 
Location/Qualifiers 
1. .813 

/organism= "Homo sapiens" 
/mol_type= "mRNA" 
/db_xref="taxon: 960 6" 
/clone= " IMAGE : 4 612146" 

/lab_host="DH10B (Tl phage-resistant) " 
/ c lone_l ib = " N IH_MGC_7 5 " 

/note="0rgan: kidney; Vector : pDNR -LIB (Clontech) Site_l : 



Sfil (ggccgcctcggcc) ; Site_2 : Sfil (ggccattatggcc) ; 5' and 
3' adaptors were used in cloning as follows: 5' adaptor 
sequence: 5 ' -CACGGCCATTATGGCC- 3 ' and 3' adaptor sequence: 
5 ' -ATTCTAGAGGCCGAGGCGGCCGACATG-dT (3 0) BN-3 ' (where B = A, 
C, or G and N = A, C, G, or T) . Average insert size 1.65 
kb {range 0.5-4.0 kb) . 15/15 colonies contained inserts 
by PCR. This library was enriched for full-length clones 
and was constructed by Clontech Laboratories (Palo Alto, 
CA) . Note: this is a NIH_MGC Library." 



ORIGIN 



Query Match 87.3%; Score 383.4; DB 4; Length 813; 

Best Local Similarity 92.6%; Pred. No. l.le-102; 

Matches 402; Conservative 0; Mismatches 32; Indels 0; Gaps 0; 
Qy 1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 6 0 

I INI II I I III M IMIMIIIIIIIMIIIIIMIIIIIMIMIIMIMI 

Db 2 7 ATGGACATGAGAGTCCTCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 86 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

Mlllllllll MMMIMMMMMMMMMMMMMIMMIMMIMM 

Db 87 AGATGTGACATTCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 14 6 

Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 180 

I Mil lllill Ml Mill III III MM I It M 1 1 I 1 1 1 II M I II M M II I 

Db 14 7 GTCACCATCACTTGTCGGGCGAGTCAGGGCATTAGCAATTATTTAGCCTGGTTTCAGCAG 2 06 

Qy 1SI AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

Mill II MIMMMMIMMIMM III MIMMIIM IMIMIMI III 

Db 2 07 AAACCAGGGAAAGCCCCTAAGTCCCTGATGTATGCTGCATCCAGTNTGCAAAGTGGAGTC 266 

Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

Mill IMIIIMMMM III III II MM MMIM Ml MIMMIIM MM III 

Db 267 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAACAGCCTG 3 26 

Qy 3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

IIMIMIMI I 1 1 1 I M MIMMIIM IMIMI III MIMI I Mill 

Db 32 7 CAGCCTGAAGACTTTGCAATTTATTACTGCCTACAGTATAATACTTACCCTCATACTTTC 3 86 

Qy 3 61 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

III IMIIIMI I I I I I I I I I I I I I I I I I f I I I I I I I I I I I I I t I I I I I t 1 I I I f I 
Db 3 87 GGCGGAGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 44 6 

Qy 421 CCGCCATCTGATGA 4 34 

IIIIIIIIIIIMI 
Db 44 7 CCGCCATCTGATGA 4 60 



RESULT 10 

CB986552 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 



CB986552 736 bp mRNA linear EST 01-MAY-2003 

AGENCOURT_13 64 692 9 NIH_MGC_184 Homo sapiens cDNA clone 
IMAGE:30327773 5*, mRNA sequence . 
CB986552 

CB986552.1 GI:30281072 
EST. 

Homo sapiens (human) 



ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



Homo sapiens 

Eukaryota; Metazoa; Chordata; Crania ta; Vertebrata; Euteleostomi; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 736) 

NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 
Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Dr. Michael Brownstein and Dr. Miklos Palkovits 
cDNA Library Preparation: CLONTECH Laboratories, Inc. 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 

found through the I.M.A.G.E. Consort ium/LLNL at: 

http : / / image . llnl . gov 

Plate: NDCM137 row: f column: 06 

High quality sequence stop: 538. 
Location/ Qualifiers 
1. .736 

/organism= "Homo sapiens" 

/mol_type= "mRNA" 

/ db_xr e f = " t axon : 9 6 0 6 " 

/clone- " IMAGE : 30327773" 

/lab_host="DH10B (Tl phage-resistant) " 

/clone_lib="NIH_MGC_184 " 

/note="Organ: Pooled-Glandular; Vector: pDNR-LIB; Site_l: 
Sfil (ggccattatggcc) ; Site_2 : Sfil (ggccgcctcggcc) ; 
Library is oligo-dT primed and direct ionally cloned. cDNA 
was prepared from a glandular pool of tissues from thyoid, 
parathyroid, adrenal, cortex and pineal gland. 5' and 3' 
adaptors were used in cloning as follows: 5 ' adaptor 
sequence: 5 ' - CACGGCCATTATGGCC - 3 * and 3' adaptor sequence: 
5 ' -ATTCTAGAGGCCGAGGCGGCCGACATG-dT (30) BN- 3 1 (where B = A, 
C, or G and N = A, C, G, or T) . Average insert size 1.38 
kb (range 0.60-3.5 kb) . 15/15 colonies contained inserts 
by PCR. This library was enriched for full-length clones 
and was constructed by Clontech Laboratories (Palo Alto, 
CA) . Note: this is a NIH_MGC Library." 



ORIGIN 



Query Match 87.2%; Score 382.8; DB 6 

Best Local Similarity 92.6%; Pred. No. 1.6e-102 
Matches 402; Conservative 0; Mismatches 32 



Length 736; 

Indels 0; Gaps 



0; 



Qy 



Db 



1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 6 0 

MINIMI Ml M IMMMMMMMIMMMMMMMMIMIMM 

2 9 ATGGACATGAGAGTCCTCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 8 8 



Qy 

Db 

Qy 

Db 



6 1 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

I I II 1 1 M 1 1 1 II M M I II II I II M I 1 1 1 1 M M II 1 1 M 1 1 1 II li M I M I M I I 

8 9 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACACA 14 8 
121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 18 0 

M I 1 1 II I I 1 1 II I II M I I I II 1 1 1 1 1 MINI I I M II II 1 1 1 1 1 II II II 

14 9 GTCACCATCACTTGTCGGGCGAGTCAGGACATCAGCAATTATTTAGCCTGGTATCAGCAG 2 0 8. 



Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 



181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

I Mill llllllllllllllllll llllll IIIMIIIIIIIIIMIIMIIIMI 

2 09 ATACCAGGGAAAGCCCCTAAGTCCCTCATCTATACTGCATCCAGTTTGCAAAGTGGGGTC 2 68 

2 41 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCAGCATCAGCAGCCTG 3 0 0 

lllllll IIIIIIIIIIIIIMIIIIII IIMIIIMIIMIIIIIMI Ml 

2 6 9 CCATCAAAGTTCAGCGGCAGTGGATCTGGAACAGATTTCACTCTGACCATGTCCAGCCTG 3 2 8 

3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 6 0 

MIIIMIMIIIIIIMIIIMIIIIIIIIIMMIII III llllll llllll 

3 2 9 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATAATAATTACCCTCTCACTTTC 3 8 8 

3 61 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

III MINIMI MMMMMMMMMMMMMIMIMMMMMMII 

3 8 9 GGCGGAGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 4 4 8 

421 CCGCCATCTGATGA 4 34 

Mill MINI III 
44 9 CCGCCATCTGATGA 4 62 



RESULT 11 

BG533970 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



BG533970 755 bp mRNA linear EST 03-APR-2001 

602553071F1 NIH_MGC_77 Homo sapiens cDNA clone IMAGE: 4663096 5', 
mRNA sequence . 
BG533970 

BG533970.1 GI:13525510 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota,- Metazoa; Chordata; 



FEATURES 

source 



Craniata; Vertebrata; Euteleostomi ; 



Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 755) 

NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 
Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: CLONTECH Laboratories, Inc. 
cDNA Library Preparation: CLONTECH Laboratories, Inc. 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Incyte Genomics, Inc. 

Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E. Consortium/LLNL at: 
ht tp : / / image . 1 lnl . gov 
Plate: LLCM14 64 row: m column: 17 
High quality sequence stop: 726. 

Location/Qualifiers 

1. .755 

/organism^ "Homo sapiens" 
/mol__type= "mRNA" 
/db_xref ="taxon: 9606" 
/clone=" IMAGE :4663096" 

/lab_host="DH10B (Tl phage-resistant ) " 
/ c 1 one_l ib= " N I H_MGC_7 7 » 

/note= M 0rgan: lung; Vector: pDNR -LIB (Clontech) ; Site_l : 



Sfil (ggccgcctcggcc) ; Site_2 : Sfil (ggccattatggcc ) ,- 5* and 
3' adaptors were used in cloning as follows: 5' adaptor 
sequence: 5 ' -CACGGCCATTATGGCC- 3 1 and 3' adaptor sequence: 
5 ' - ATTCTAGAGGCCGAGGCGGCCGACATG -dT { 30 ) BN- 3 ' ( whe re B - A , 
C, or G and N = A, C, G, or T) . Average insert size 1.9 
kb (range 0.5-4.0 kb) . 12/15 colonies contained inserts 
by PCR. This library was enriched for full-length clones 
and was constructed by Clontech Laboratories (Palo Alto, 
CA) . Note: this is a NIH_MGC Library." 

ORIGIN 

Query Match 87.2%; Score 382.8; DB 4; Length 755; 

Best Local Similarity 92.6%; Pred. No. 1.6e-102; 

Matches 402; Conservative 0; Mismatches 32; Indels 0; Gaps 0; 
Qy 1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 6 0 

MINIMI I MUM f 1 1 1 1 1 1 i i 1 1 1 1 M f 1 1 i I i 1 1 1 1 f I 1 1 1 1 1 1 1 1 1 II 

Db 2 8 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCC 8 7 



Qy 61. AGATGTGACATCCAGATGACCCAGTCTGCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

Mill IIIIIMIIIIIIIMIIIMMIM II 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 E t f II 

Db 8 8 AGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACGGA 14 7 

Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 18 0 

MIMIIIIMMIIIIIIIMIIIIIIIIM 1 1 1 1 i 1 1 1 1 1 1 f 1 1 i 1 1 ! 1 1 1 1 1 1 i f t 

Db 14 8 GTCACCATCACTTGTCGGGCGAGTCAGGGTATCAGCAGCTGGTTAGCCTGGTATCAGCAG 2 07 



Qy 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

Ml III 1 1 E M I M 1 1 ! 1 1 Ml Mill I II M 1 1 1 II M 1 1 II II II M 1 1 M 

Db 20 8 AAAGCAGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTC 2 67 



Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATGAGCAGCCTG 3 00 

1 1 1 1 1 1 1 1 1 ! f 1 1 I I M 1 1 1 1 1 1 f I i 1 1 1 1 1 1 ! ! ! 1 1 1 1 1 1 1 1 1 1 1 M ! 1 1 ( 1 1 1 1 1 1 i ! 

Db 2 68 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 32 7 

Qy 301 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 36 0 

Mill II I II MM MINIMI II II MM I I I I INI INI NUN 

Db 32 8 CAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGGTAACAGTTTCCCTTTCACTTTC 3 87 



Qy 361 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

III Ml: I IIINNIIIIIIIIIIIIIIIIINIIIIIIIINIIIINN 

Db 38 8 GGCGGAGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 44 7 

Qy 421 CCGCCATCTGATGA 434 

NINNNNIM 
Db 44 8 CCGCCATCTGATGA 461 



RESULT 12 

CB957759 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS - 
SOURCE 



CB957759 ~ 769 bp mRNA linear EST 29-APR-2003 

AGENCOURT_13 778 810 NIH_MGC_184 Homo sapiens cDNA clone 
IMAGE: 30351152 5\ mRNA sequence. 
CB957759 

CB95775 9 . 1 GI : 3 0213 876 
EST. 

Homo sapiens (human) 



ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 769) 

NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 
Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Dr. Michael Brownstein and Dr. Miklos Palkovits 
cDNA Library Preparation: CLONTECH Laboratories, Inc. 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 

found through the I.M.A.G.E. Consortium/ LLNL at: 

http : / / image . llnl . gov 

Plate: NDCM148 row: d column: 09 

High quality sequence stop: 52 3. 
Location/Qualifiers 
1. .769 

/organism="Homo sapiens" 

/mol_type="mRNA" 

/db_xref ="taxon: 9606" 

/ clone= " IMAGE : 3 03 51152 " 

/lab_host="DH10B (Tl phage-resistant ) " 

/clone_lib= n NIHJVIGC_184" 

/note= "Organ: Pooled-Glandular; Vector: pDNR-LIB ,- Site_l: 
Sfil (ggccattatggcc) ; Site_2 : Sfil (ggccgcctcggcc) ; 
Library is oligo-dT primed and direct ionally cloned. cDNA 
was prepared from a glandular pool of tissues from thyoid, 
parathyroid, adrenal, cortex and pineal gland. 5' and 3 ! 
adaptors were used in cloning as follows: 5' adaptor 
sequence: 5 1 -CACGGCCATTATGGCC- 3 ' and 3* adaptor sequence: 
5 1 -ATTCTAGAGGCCGAGGCGGCCGACATG-dT (30) BN-3 ' (where B = A, 
C, or G and N = A, C, G, or T) . Average insert size 1.38 
kb (range 0.60-3.5 kb) . 15/15 colonies contained inserts 
by PCR. This library was enriched for full-length clones 
and was constructed by Clontech Laboratories (Palo Alto, 
CA) . Note: this is a NIH MGC Library." 



ORIGIN 



Query Match 87.2%; 
Best Local Similarity 92.6%; 
Matches 402; Conservative 



Score 382.8; DB 6 
Pred. No. 1.6e-102 
0; Mismatches 32 



Length 769; 
Indels 0; 



Gaps 



0; 



Qy 

Db 



1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 6 0 

MINIMI I M M 1 1 M M II 1 1 1 I II I M I M I II I M I M IMIIIIIIII 

2 7 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCC 8 6 



Qy 

Db 

Qy 

Db 



6 1 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

I MM III II I III IIIIIIIMIIIMII.il MMMIIMIIMIIIIIIMM 

8 7 AGATGTGACATTCAGTTGACCCAGTCTCCATCCTTCCTGTCTGCATCTGTAGGAGACAGA 146 
121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 180 

I MINIM Ml II I MM II MINI I MM I! I I II I MINIM INN 

147 GTCACCATCACTTGCCGGGCCAGTCAGGGCATTAGTAGTTATTTAGCCTGGTATCAGCAA 2 06 



Qy , 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

Mill MIMIIIIIIII MINIUM IMIIMI 1 1 j 1 1 i 1 1 1 1 1 1 1 1 1 i 

Db 2 07 AAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGATGCATCCACTTTGCAAAGTGGGGTC 2 66 

Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

III IMIIMIMIMIIMIIIIIIIIIIIMI MINIM IIIMMIIMI 

Db 2 67 CCAGCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACAATCAGCAGCCTG 32 6 

Qy 3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 6 0 

MM Ml Ml I llllll IMIIMI MM llllll II II 1 1 1 1 II 1 1 1 1 1 II II I 

Db 3 2 7 CAGCCTGAAGATTTTGCAACTTATTACTGTCAACAGCTTAATAATTACCCGTACACTTTT 3 8 6 

Qy 3 61 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

Ml llllll IIIIMIMMIIMI II MIMMMIIIIIIIIMIMIIIIIIIIIII 

Db 3 87 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 44 6 

Qy 421 CCGCCATCTGATGA 434 

I I t I t I I I I I I I t I 
Db 44 7 CCGCCATCTGATGA 46 0 



RESULT 13 

CD710508 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 
JOURNAL 
COMMENT 



FEATURES 

source 



CD710508 574 bp mRNA linear EST 25-JUN-2003 

EST27035 human nasopharynx Homo sapiens cDNA, mRNA sequence, 
CD710508 

CD710508.1 GI:32241138 
EST . 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 (bases 1 to 574) 

Liu # X.-Q., Zhou,Y., Zhang, L. -J., Xu,H., Chen,H.-K., Pan,Z.-G. and 
Zeng, Y . -X . 

Transcriptional Gene Expression Profile of Human Nasopharynx 
Unpublished (2003) 
Contact : YiXin Zeng 
Cancer Center 
'Sun Yat-sen University 

651 DongFeng Road East, GuangZhou 510060, China 

Tel: 86-1380-9770-743 

Fax: 86-20-8775-4506 

Email: yxzeng@gzsums.edu.cn. 

Location/Qualifiers 

1. .574 

/organism^ "Homo sapiens" 
/mol__type= "mRNA" 
/ db_xr e f = " t axon : 9 6 0 6 " 
/tissue_type= "normal nasopharynx" 
/clone_lib= "human nasopharynx" 

/note="ESTs generated from a normal nasopharynx cDNA 
library from southern Chinese" 



ORIGIN 



Query Match 86.8%; Score 381.2; DB 6; Length 574; 

Best Local Similarity 92.4%; Pred. No. . 4 . 5e-102 ; 



Matches 401; Conservative 0; Mismatches 33; Indels 0; Gaps 0; 



Qy l ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 6 0 

Mill I 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 M I 1 1 1 1 1 1 I I I 1 1 1 1 1 II INI! I I II 

Db 64 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCC 12 3 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

I MINIM II I III III MINI II 1 1 III I MMMIIIIIIMIIIIII IMI 

Db 12 4 AAATGTGACATCCAGATGACCCAGTCTCCTTCCGCCCTGTCTGCATCTGTAGGAGACAGA 183 

Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 180 

I I I I 1 1 ! 1 1 1 1 1 1 I IMM MUM MUM IMIMM MIMMMMIMI 

Db 184 GTCACCATCACTTGCCGGGCCAGTCAGACTATTAGTAGCTGGTTGGCCTGGTATCAGCAG 24 3 

Qy 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

Mi: MIMMMMM MMIIIMI II II Mill MMIIIMM 

Db 244 AAACCAGGGAAAGCCCCTAAGCTCCTGATCTATAAGGCGTCTAGTTTAGAAAGTGGGGTC 3 03 

Qy 24 1 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

IMIM I Ml I llllll llllllll IM III M 1 1! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 : 1 I I 1 1 

Db 3 04 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAGTTCACTCTCACCATCAGCAGCCTG 3 63 

Qy 3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

I II I I II I I I II I II II I II M I I II I I I Ij I I I III I I I II M I Ml I I M M I 

Db 3 64 CAGCCTGATGATTTTGCAACTTATTACTGCCAACAATATAATAGTTATTCGTACACTTTT 4 23 

Qy 361 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

MMIIIMI III I MMMMMMMMMMMMMMIMMMIMMIMM 

Db 4 24 GGCCAGGGGACCAACCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 4 83 
Qy 421 CCGCCATCTGATGA 434 

MIMMIIIIIII 

Db 4 84 CCGCCATCTGATGA 4 97 



RESULT 14 

CD690596 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 
JOURNAL 
COMMENT 



Chordata; 
Primates ; 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



CD690596 513 bp mRNA linear EST 25JUN-2003 

EST7119 human nasopharynx Homo sapiens cDNA, mRNA sequence. 
CD690596 

CD6 905 96 .1 GI: 322114 90 
EST . 

Homo sapiens (human) 
Homo sapiens 
Eukaryota; Metazoa; 
Mammalia; Eutheria; 
1 (bases 1 to 513) 
Liu,X. -Q. , Zhou, Y. , 
Zeng,Y.-X. 

Transcriptional Gene Expression Profile of Human Nasopharynx 
Unpublished (2 003) 
Contact : YiXin Zeng 
Cancer Center 
Sun Yat-sen University 

651 DongFeng Road East, GuangZhou 510060, China 
Tel : 86-1380-97 70-743 
Fax: 86-20-8775-45 06 



Zhang,L.-J., Xu,H., Chen,H.-K., Pan,Z.-G. and 



Email: yxzeng@gzsums.edu.cn. 
FEATURES Location/Qualifiers 
source 1 . . 513 

/organism= "Homo sapiens" 
/mol_type= "mRNA" 
/db_xref ="taxon: 9606" 
/tissue_type= "normal nasopharynx" 
/clone_lib= "human nasopharynx" 

/note="ESTs generated from a normal nasopharynx cDNA 
library from southern Chinese" 

ORIGIN 

Query Match 86.5%; Score 379.6; DB 6; Length 513; 

Best Local Similarity 92.2%; Pred. No. 1.3e-101; 

Matches 4 00; Conservative 0; Mismatches 34; Indels 0; Gaps 0; 
Qy 1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 6 0 

MINIMI I MINI 1 1 M 1 1 II M II M 1 1 1 1 1 1 M II M I II II Ml II I I 

Db 56 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCC 115 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

I IIIIMIIIIIIMIIMIIMIIIII III I MUM II I II III MINI Ml 

Db 116 AAATGTGACATCCAGATGACCCAGTCTCCTTCCACCCTGTCTGCGTCTGTAGGAGACAGA 175 

Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 180 

IMMMMMIM I MM MIMI II MM Ml 1 1 I M II M 1 1 1 M 1 1 1 

Db 176 GTCACCATCACTTGCCGGGCCAGTCAGAGTCTTAGTGGCTACTTGGCCTGGTATCAGCAG 235 

Qy 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

II Mill I Mill MIMI M IMIIIIIII Mill Mill I II Ml Ml I II 

Db 2 36 AAACCAGGGAAAGCCCCTAAGTTCCTGATCTATAAGGCATCTAGTTTACAAAGTGGGGTC 2 95 

Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

MMMMMIMIMMMMIMMIMM II IMIMMMMMMMIMM! 

Db 2 96 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACGGAATTCACTCTCACCATCAGCAGCCTG 355 

Qy 3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

llllllll Mill 1 1 1 1 1 1 M 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 MIMM MIMI 1 1 i I E 

Db 3 56 CAGCCTGATGATTTGGCAACTTATTACTGCCAACAGTATAATAGTTATCCGTACGCTTTT 415 

Qy 3 61 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 42 0 

I M I II II II I I II II II I I II I I I I II M M I I I II II I I I I II M II II II II I I I I I 

Db 416 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 4 75 

Qy 421 CCGCCATCTGATGA 4 34 

I I i 1 1 1 1 1 1 1 1 ! 1 1 

Db 4 76 CCGCCATCTGATGA 4 89 



RESULT 15 

CD697196 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 



CD697196 545 bp mRNA linear 

EST13719 human nasopharynx Homo sapiens cDNA, mRNA sequence 
CD697196 

CD697196-. 1 GI : 32224445 
EST . 

Homo sapiens (human) 



EST 25-JUN-2003 



ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata,- Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 545) 

AUTHORS Liu,X.-Q., Zhou,Y., Zhang, L. -J., Xu,H., Chen,H.-K., Pan,Z.-G. and 

Zeng , Y . -X. 

TITLE Transcriptional Gene Expression Profile of Human Nasopharynx 

JOURNAL Unpublished (2003) 
COMMENT Contact : YiXin Zeng 

Cancer Center 
Sun Yat-sen University 

651 DongFeng Road East, GuangZhou 510060, China 
Tel : 86-1380-9770-743 
Fax: 86-20-8775-4506 
Email: yxzeng@gzsums.edu.cn. 
FEATURES Location/Qualifiers 
source 1. .545 

/organism= "Homo sapiens" 

/tnol type^ " mRNA " 

/db_xref ="taxon: 9606" 

/ tissue_type= "normal nasopharynx" 

/clone_lib= "human nasopharynx" 

/note="ESTs generated from a normal nasopharynx cDNA 
library from southern Chinese" 

ORIGIN 

Query Match 86.5%; Score 379.6; DB 6; Length 545; 

Best Local Similarity 92.2%; Pred. No. 1.3e-101; 

Macches 400; Conservative 0; Mismatches 34; Indels 0; Gaps 0; 

Qy 1 ATGGACATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCC 6 0 

I I I I ! I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I II I I I I I I I I I I I I 

Db . 57 ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTGCC 116 

Qy 61 AGATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGA 12 0 

II lilllllllllllllllMIMIIIIIII I MIIIIIMMIMIIIIIIMI 

Db 117 AGGTGTGACATCCAGATGACCCAGTCTCCATCTGCCATGTCTGCATCTGTAGGAGACAGA 176 

Qy 121 GTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAG 180 

1 1 II 'III II I III!! Ml llllll II lllllll I llllllllll IMIIII 

Db 177 GTCACCATCACTTGTCGGGCGAGTCAGGGCATTAGCAATTATTTAGCCTGGTTTCAGCAG 2 36 

Qy 181 AAACCAGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTC 24 0 

MM 1 1 I I IMIIII llllllllll Ml M ' llllllllllllllll 

Db 2 37 AAACCAGGAAAAGTCCCTAAGCGCCTGATCTATGCTGCATCCACTTTGCAAAGTGGGGTC 2 96 

Qy 241 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTG 3 00 

M I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I 
Db 2 97 CCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAATTCACTCTCACAATCAGCAGCCTG 356 

Qy 3 01 CAGCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTT 3 60 

MIMMIIMIIIMIIMIIIIIIMI I I I I I II II III II 

Db 3 57 CAGCCTGAAGATTTTGCAACTTATTACTGTCTACAGCATAATTATTATCCGTACACTTTT 416 

Qy 3 61 GGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 4 20. 

llllll 'II II I III MM llllll llllllllllllllll llllllllllllllll II 

Db 417 GGCCAGTGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTC 4 76 



Qy 421 CCGCCATCTGATGA 4 34 

M 1 1 1 I 1 1 1 1 1 1 1 1 

Db 4 77 CCGCCATCTGATGA 4 90 



Search completed: December 2, 2004, 20:56:34 
Job time : 2287.1 sees 



GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 

Run on: December 2, 2004, 12:19:02 ; Search time 2803.28 Seconds 

(without alignments) 
8839.572 Million cell updates/sec 

Title: US-08-728-463B-219 
Perfect score: 524 

Sequence: 1 AAGCTTGCCACCATGAAACA . GACTACTTCCCCGAACCGGT 524 



Scoring table: IDENTITYJNUC 

Gapop 10.0 , Gapext 1.0 



Searched: 4526729 seqs, 23644849745 residues 

Total number of hits satisfying chosen parameters: 9053458 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post -processing : Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : GenEmbl : * 



1: 


gb ba : * 


2 : 


gb_htg : * 


3 : 


gb_in : * 


4 : 


gb_om : * 


5: 


gb_ov : * 


6: 


gb__pat : * 


7 : 


gb ph : * 


8: 


gb_pl : * 


9: 


gbjpr : * 


10 


gb_ro : * 


11 


gb__sts : * 


12 


gb sy : * 


13 


gb un : * 


14 


gb vi : * 



Pred . No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


524 


100 


0 


524 


6 


AR161428 


AR161428 


Sequence 


2 


524 


100 


0 


524 


6 


AR369973 


AR369973 


Sequence 


3 


524 


100 


0 


524 


6 


BD096607 


BD096607 


Transgeni 



4 


C O A 


T A A 

1UU , 


. U 


A Q O C 

4 y z b 


c 

D 


AK 1614/ / 


AR161427 


Sequence 


b 




1 A A 

1 U U , 


. u 


A Q o a 

4 y z b 


b 


A D "3 T A A O A 

AKj / UUzz 


AR370022 


Sequence 


D 


b 4 


1 A A 
1 (J U , 


. u 


A Q o a 

4 y Z o 


b 


BUU yobbo 


BD096656 


Transgeni 


7 


4 3 b . o 


o o 
o J . 


. 4 


i zl a n 
lb U / 


b 


OT^AAAC AT 

BDO (J (J b U 1 


BD000501 


Process f 


8 


/I A O (Z 

4z3 . b 


O A 


o 
. o 


1 C O 1 

Ibol 


3 


BC0 7 3 /bb 


BC073766 


Homo sapi 


9 


3.99 


76 , 


. 1 


1634 


6 


BD2 1 / boo 


BD217688 


Immune sy 


10 


3 97 . 2 


75 , 


. 8 


14 1 8 


6 


A4 y3 o y 


A49389 Sequence 7 


11 


3 95 . 6 


75 , 


. 5 


1418 


6 


AR1762 96 


Ml 7 62 96 


Sequence 


12 


3 92 . 8 


75 . 


. 0 


15 67 


6 


AK13 b 3 b 9 


AR135359 


Sequence 


13 


3 92 


74 . 


. 8 


15 99 


9 


BC075842 


BC075842 


Homo sapi 


14 


3 86.2 


7 3 , 


. 7 


476 


9 


AF24 53 0 9 


AF245309 


Homo sapi 


15 


385.2 


73 . 


. 5 


26 74 


6 


AR242 984 


AR242984 


Sequence 


16 


383.8 


73 . 


. 2 


403 


6 


AR161374 


AR161374 


Sequence 


17 


383.8 


73 . 


. 2 


4 03 


6 


AR3 69967 


AR369967 


Sequence 


18 


383.8 


73 . 


. 2 


4 03 


6 


BD096601 


BD096601 


Transgeni 


19 


376.8 


71 . 


. 9 


4 04 


6 


AR161372 


AR161372 


Sequence 


20 


376.8 


71 . 


. 9 


4 04 


6 


-AR369965 


AR369965 


Sequence 


2 1 


376.8 


71 . 


. 9 


4 04 


6 


BD096599 


BD096599 


Transgeni 


22 


371.8 


71 . 


. 0 


1581 


9 


AK13 05 85 


AK130585 


Homo sapi 


23 


368.6 


7 0 . 


. 3 


1589 


9 


AK13 0 813 


AK130813 


Homo sapi 


24 


367 


70 . 


. 0 


2 013 


9 


AK0 5 8 037 


AK058037 


Homo sapi 


2 5 


3 66 . 2 


6 9 . 


. 9 


14 31 


6 


E10697 


El 0 6 97 cDNA encodi 


26 


366.2 


6 9 . 


. 9 


15 89 


9 


BC073 773 


BC073773 


Homo sapi 


2 7 


363 . 6 


6 9 . 


. 4 


82 9 


6 


n t"\ a r n r r\ 

BD0b9obU 


BD059850 


Secreted 


28 


358.2 


68 . 


. 4 


1765 


6 


E07334 


E07334 cDNA sequen 


2 9 


358 


68 . 


. 3 


15 96 


9 


AK0 98 516 


AK098516 


Homo sapi 


3 0 


3 57 


68 . 


. 1 


4 72 


9 


TWO AO A T C 

AY3 y 3 0 /b 


AY393075 


Homo sapi 


3 1 


356.4 


68 . 


. 0 


4 87 


9 


AY3 93 076 


AY393076 


Homo sapi 


32 


354 . 8 


67 . 


. 7 


1431 


6 


AR 1 0 8 8 67 


AR108867 


Sequence 


33 


354.8 


67 . 


, 7 


1431 


6 


AR2 652 01 


AR265201 


Sequence 


34 


354.8 


67 . 


. 7 


1431 


6 


AR488223 


AR488223 


Sequence 


35 


353.2 


67 . 


. 4 


1431 


6 


BD063039 


BD063039 


Identif ic 


36 


352.2 


67 . 


. 2 


7528 


6 


AX080953 


AX080953 


Sequence 


37 


351 . 6 


67 . 


. 1 


588 


9 


AF013622 


AF013622 


Homo sapi 


38 


349.2 


66 . 


. 6 


475 


9 


AY3 93 0 82 


AY393082 


Homo sapi 


3 9 


34 9 


66 . 


. 6 


417 


9 


AF062 158 


AF062158 


Homo sapi 


40 


347 . 6 


66 . 


. 3 


420 


9 


AF062101 


AF062101 


Homo sapi 


41 


346 . 8 


66 . 


.2 


411 


9 


HST22X18 


Z75392 H. 


. sapiens m 


42 


346 .4 


66 . 


. 1 


426 


9 


HSA240590 


AJ240590 


Homo sapi 


43 


346 .4 


66 . 


. 1 


542 


9 


HUMIGHEAVD 


L2 2 587 Human immun 


44 


345 .2 


65 . 


. 9 


432 


9 


HSA240580 


AJ24 058 0 


Homo sapi 


45 


344 .4 


65 . 


. 7 


417 


9 


HUMIGHW 


M74 018 Homo sapien 



ALIGNMENTS 



RESULT 1 
AR161428 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



AR161428 524 bp DNA 

Sequence 419 from patent US 6255458. 
AR161428 

AR16142 8 . 1 GI : 1622 73 05 



Unknown . 
Unknown . 
Unclassified . 



linear 



PAT 17-OCT-2001 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



1 (bases 1 to 524) 
Lonbe rg , N . and Kay , R . M . 

High affinity human antibodies and human antibodies against digoxin 
Patent: US 6255458-A 419 03 -JUL- 2 00 1 ; 

Location/Qualifiers 

1. .524 

/organism= "unknown" 
/mol_type="unassigned DNA" 



Query Match 100.0%; Score 524; DB 6; Length 524; 

Best Local Similarity 100.0%; Pred . No. 6.3e-131; 

Matches 524; Conservative 0; Mismatches 0; Indels 0; 



Gaps 



0; 



QY 



Db 



1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

IMIIIMIIIIIIMIMIIMIMIIIIIIIIIIIIIIIIIMIIIIMIIIIIMM 

1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 



Qy 



Db 



6 1 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

MIIIIIIIIIMIIIIIIIIIIMIIIIIIIIIIIIIIIIIillllMIIIIIIIIIII 

6 1 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 



Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 



121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 

1 1 1 ! 1 1 ! I i 1 1 f 1 1 1 1 1 ! I E 1 1 1 1 1 1 1 1 1 1 ! 1 1 ! 1 1 1 1 1 ! 1 1 1 1 1 1 M 1 1 1 i E i 1 1 1 1 i 1 

12 1 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 
181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 



lllllllllllllilll 



IIIIIIIIIMIIIIIIIMIMIIMMIIIMMM 



181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 
241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 II 1 1 M I i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 M 1 1 

241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 
3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 6 0 

lllllllllllllilll I IIIMMIIIIMIIMIIIIIIIIIIIIIIIIIIIIIIIII 

3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 360 

3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

IIIIIIIIIMIIIIIMMIIIIIIIIIIMIIMIIIIIIIIIIIIIIIMIIIMM 

361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

4 21 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

IIIIMIMIIIMMIIIIIIIIMIIIIIMIIIIIIIIIMIIIMIIIIIIMIM 

421 ACC AAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 8 0 
4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

IIIIIIIIIMIMIIIIIIIIIIIMIIIIIIIIIIIIIMM 

481 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 52 4 



RESULT 2 
AR369973 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 



AR369973 524 bp DNA 

Sequence 219 from patent US 6300129. 
AR369973 

AR3 69973 .1 GI : 34 606413 



linear 



PAT 12-SEP-2003 



KEYWORDS 

SOURCE Unknown, 

ORGANISM Unknown. 

Unclassified . 
REFERENCE 1 (bases 1 to 524) 

AUTHORS Lonberg,N. and Kay , R . M . 

TITLE Transgenic non-human animals for producing heterologous antibodies 

JOURNAL Patent: US 6300129-A 219 09-OCT-2001; 
FEATURES Location/Qualifiers 
source 1 . . 524 

/ organism= "unknown " 
/mol_type= "genomic DNA" 

ORIGIN 

Query Match 100.0%; Score 524; DB 6; Length 524; 

Best Local Similarity 100.0%; Pred. No. 6.3e-131; 

Matches 524; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

M Ml MINIMI MINI i MMI I MUM I! illMMIIMM IIMMII III 

Db 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 6 0 

Qy 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

IIIIIIIIIMIIIMIIIIIIIIMMIIIIIIIIIIMIIIIIIIMIIIIIIIIIII 

Db 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

Qy 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 18 0 

IIIIIIIMIMIIIIIIMIIIIIIIIMIIIIIMIMIIIIIIIIIIIIIIIIIMI 

Db 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 

Qy 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

IMIIIMIIIIMIIIMIIMIIIIIIMMMIIIIMIIIIIIIIIIIMIIMI! 

Db 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

Qy 2 41 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

IIIIIIIIIIIIIIIIIIIMIIIIIIIIIIMIIIIIMIMIIMIIIMIMIIIII 

Db 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 300 

Qy 3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 360 

MIIIIIIIIIMIIIIIIIIMIIIIIIMIIIIIMILIIIIIIIMMIIIIMIII 

Db 3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 360 

Qy 3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

IIIIIIIIIIIIIIIIIMMIIIIIIIIIIIIIIMIIIIMMIIIIIIIMMIIII 

Db 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

Qy 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

1 1 I! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I II 1 1 1 1 1 1 1 1 1 M 1 1 M I 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 

Db 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 480 

\ 

Qy 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

IIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIMIIIMII 

Db 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 



RESULT 3 
BD096607 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

COMMENT 



FEATURES 

source 



ORIGIN 



BD096607 524 bp DNA linear PAT 27-AUG-2002 

Transgenic non-human animals capable of producing heterologous 
antibodies . 
BD096607 

BD096607.1 GI:22642195 

JP 2001527386-A/134 . 

unidentified 

unidentified 

unclassified. 

1 (bases 1 to 524} 

Lonberg,N. and Kay,R.M. 

Transgenic non-human animals capable of producing heterologous 
antibodies 

Patent: JP 2001527386-A 134 25-DEC-2001; 

GENPHARM INTERNATIONAL 

OS Unidentified 

PN JP 2001527386-A/134 

PD 25-DEC-2001 

PF 01-DEC-1997 JP 1998525687 
PR 02-DEC-1996 US 08/758417 
PI NILS LONBERG, ROBERT M KAY 

PC C12N5/00 , C12N5/2 8 , C12N5/24 , C12N5/ 10 , C0 7K16/00 , A6 1K3 9/ 00 CC 
Strandedness : Single; 
CC Topology: Linear ; 

CC Transgenic non-human animals capable of 
producing heterologous 
CC antibodies 

FH Key Location/Qualifiers 
FT source 1. .524 

FT /organism^ 'Unidentified' . 

Location/ Qualifiers 
1. .524 

/organism^ "unidentified" 
/mol_type= "genomic DNA" 
/db xref="taxon: 32644" 



Query Match 100.0%; Score 524; DB 6; Length 524; 

Best Local Similarity 100.0%; Pred. No. 6.3e~131; 

Matches 524; Conservative 0; Mismatches 0; Indels 0; 



Gaps 



0; 



Qy 



Db 



1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

MIMMIIIIMIIIIMIMIIIIIMMIMIIIMIIIIIIIIIIIIIIIIMMI 

1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 6 0 



Qy 



Db 



6 1 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

IIIIIIIMMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMMIIIIIIMII 

6 1 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 



Qy 

Db 

Qy 
Db 



121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 

IIIMIIIIIIIIMIIIIIIMIIIIIIIIIMIMIIIIIMIIMMIIIIIIIIII 

121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 
181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

IIIIIMIIIIIIIMIMIIIIIIIMIIIIIILIIIIIIIIIIIIIIIIIIIMIIII 

181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 



Qy 24 1 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

MIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIMIIIIIIIIMIIIIII 

Db 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

Qy 301 TTCTCTGTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

IMMIIIIIIMMIIIMMIIIIIIIIMIIIIIIIIIIIMIIIIIIIMIIIIII ' 

Db 301 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

Qy 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

IMIIIIIIIMIMIMIIIIIIIMIIIIIIMIIIIMIIIIIIIIIIIIIIIIIII 

Db 3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

Qy 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGGACA 4 80 

1 1 f I I I ^ ! 1 i 1 1 ! 1 1 i r E 1 1 1 r 1 1 1 1 1 1 1 1 1 1 i 1 1 i 1 1 1 1 f f 1 1 1 1 1 1 E E E 1 1 1 1 f f E I f 

Db 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

Qy 481 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

IMIIIIIMIIIIIIIIIIIIIMIIIIIIIIIMIIIIMII 

Db 481 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 



RESULT 4 
AR161427 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR161427 4926 bp DNA linear PAT 17-OCT-2001 

Sequence 418 from patent US 6255458. 

AR161427 

AR16142 7 .1 GI : 1622 73 03 

Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 4926) 

Lonberg,N. and Kay , R . M . 

High affinity human antibodies and human antibodies against digoxin 
Patent: US 6255458-A 418 03-JUL-2001; 

Locat ion/Qualifiers 

1. .4926 

/organism^ "unknown" 
^ /mol_type="unassigned DNA" 



Query Match 100.0%; Score 524; DB 6; Length 4 926; 

Best Local Similarity 100.0%; Pred. No. 5.9e-131; 

Matches 524; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

IIIIIIIIMIIIMIIIIIIIIIIIIIMIIIIIIIIMIIIIMIIIIIIIIIIIMI 

Db 16 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 75 

Qy 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

IMIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIMIIMIII 

Db 76 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 135 

Qy 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M | M 1 1 1 1 1 M 1 1 II 1 1 1 

Db 13 6 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 195 



Qy 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

II I'll III III III II I Mill IN III Mill Mill Ml Mill III Mill MM II 

Db 196 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 25 5 

Qy 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

IIIIIIIIMIIIIMIIIMIIIIIMMIIMIIIIIIIIIIIIIIIMIIIIIIIII 

Db 2 56 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 315 

Qy 301 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

IIMMMIIMMMMMIMMMMMMMMMMIMMMMMIMIMM 

Db 316 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 75 

Qy 3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

IMIMMIIIMIIIIIIIIIIIIMMMIIIIIIIMIIIIIIMMIIIMIllll 

Db 37 6 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 43 5 

Qy 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

I MINI I Ml Mill I Mill III Mill III MINIM Mill I IMIMIMI III 

Db 43 6 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 495 

Qy 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 52 4 

1 I 1 1 1 1 f 1 1 1 i 1 1 1 1 1 f 1 1 E I ! 1 1 1 1 1 E I f I i I } 1 1 1 { 1 1 1 } 1 1 . 

Db 4 96 GCGGCCCTGGGGTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 9 



RESULT 5 
AR370022 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR370022 4926 bp DNA linear PAT 12-SEP-2003 

Sequence 268 from patent US 6300129. 

AR370022 

AR370022.1 GI:34606462 

Unknown . 

Unknown . 

Unclassified . 

1 (bases 1 to 4926) 

Lonberg,N. and Kay, R.M. 

Transgenic non-human animals for producing heterologous antibodies 
Patent: US 6300129-A 268 09-OCT-2001; 

Location/Qualif iers 

1. .4926 

/ organi sm= " unknown " 
/mol_type= "genomic DNA" 



Query Match 100.0%; Score 524; DB 6; Length 4926; 

Best Local Similarity 100.0%; Pred. No. 5.9e-131; 

Matches 524; Conservative 0; Mismatches 0; Indels 0; 



Gaps 



0; 



Qy 



Db 



1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

IMMMMMMMIIMMMMMMMMMMIMIMMMIMMMMMM 

16 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 7 5 



Qy 

Db 



6 1 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

MMIMIMIMIMMMMMMMMMMMMMIMMIMMMIMMIM 

7 6 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 135 



Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 
Qy 

Db 

Qy 
Db 

Qy 

Db 



121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 

I 1 1 1 1 1 1 1 1 M I M 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 I 1 1 1 1 II I 1 1 1 1 1 1 1 1 I 1 1 1 

13 6 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 195 
181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

IMIMIIIIIIIIIIMIIIIIIIIMIIIIIIIIMIIIIMIIIIIIIIIIIIIIII 

196 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 2 55 
241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

IIIIIIIIIIMIIIIIIIIIIIIIMIMIIIIMMIIIMIIIMIIIIMIIIIII 

2 56 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 315 

3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

I 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II I M 1 1 1 1 

316 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGGGGACACGGCTGTGTATTACTGTGCGAGA 3 75 
3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 4 2 0 

IIIIIIMIIIIIIIIIMIIIIIIIIMIIIIIMIIIIIIIIIIIIIIMIIIIIMI 

3 76 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 4 35 

4 21 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 8 0 

1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 e 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 i 1 1 1 1 

4 3 6 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 95 
4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

MIIIIIIIIIIMIIIIIIIIIIIIIIIIIIMIIIIIIMII 

4 96 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 9 



RESULT 6 
BD096656 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

COMMENT 



BD096656 4926 bp DNA linear PAT 27-AUG-2002 

Transgenic non-human animals capable of producing heterologous 
antibodies . 
BD096656 

BD0 966 56 .1 GI : 22 642244 
JP 2001527386-A/183 . 
unidentified 
, unidentified 
unclassified . 
1 (bases 1 to 4926) 
Lonberg,N. and Kay,R.M. 

Transgenic non-human animals capable of producing heterologous 
antibodies 

Patent: JP 2001527386-A 183 25-DEC-2001; 

GENPHARM INTERNATIONAL 

OS Unidentified 

PN JP 2001527386-A/183 

PD 25-DEC-2001 

PF 01-DEC-1997 JP 1998525687 
PR 02-DEC-1996 US 08/758417 
PI NILS LONBERG, ROBERT M KAY 

PC C12N5/0 0, C12N5/2 8, C12N5/24 , C12N5/ 10 , C07K16/ 00 , A61K3 9/ 00 CC 
Strandedness : Single; 
CC Topology: Linear; 

CC Transgenic non-human animals capable of 1 
producing heterologous 



FEATURES 

source 



ORIGIN 



CC antibodies 

FH Key Location/Qualifiers 
FT source 1. .4926 

FT /organism^ 'Unidentified ' 

Location/ Qualifiers 
1. .4926 

/organism= "unidentified" 
/mol_type= "genomic DNA" 
/db xref ="taxon: 32644 " 



Query Match 100.0%; Score 524; DB 6; Length 4926 

Best Local Similarity 100.0%; Pred . No. 5.9e-131; 
Matches 524; Conservative 0; Mismatches 0; Indels 



0 ; 



Gaps 



0; 



Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 

Db, 

Qy 
Db 

Qy 

Db 

Qy 

Db 



1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

1 1 1 II I II 1 1 1 1 1 II 1 1 1 1 1 II I II II 1 1 1 1 1 II 1 1 1 1 1 1 1 M M I M 1 1 1 1 1 1 1 1 1 1 1 I 

16 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 7 5 
6 1 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

IIIIIIIMIIIIIIIIIIIIIMMIIMIIIIIIIMMIIIIIIIMIIIIIIMII 

7 6 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 135 
121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 

IIIIIIIIIIIMIIIMIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIllllllll 

13 6 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 195 
181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

II 1 1 II M 1 1 1 1 1 1 1 1 I II I 1 1 1 1 1 1 1 1 1 II 1 1 I I II 1 1 1 M M 1 1 II 1 1 1 1 1 1 1 1 II 1 1 

196 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 2 55 
241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 

2 56 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 315 

3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

MIIIIIIMMIIIIIIMIIIIIMIIIIIIMIIIIIIIMIIIIMIIIIIIIIII 

316 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 75 
3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 4 2 0 

IIM! M Ml M Mill M MMMIMI I I MINI II Mill MMMIII Ml I 

3 76 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 435 
421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

Ml Ml MIMI III Ml I MMIMMIIII I I llllll MMM MMMIMI I Ml 

4 3 6 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 495 

4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

I I I I I I II II I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I 

4 96 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 9 



RESULT 7 
BD000501 

LOCUS BD000501 1507 bp DNA linear 

DEFINITION Process for producing monoclonal antibody. 

ACCESSION BD0 0 05 01 



PAT 31-JAN-2002 



VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



BD0 0 05 01 .1 GI : 1862 3 614 
JP 2000342279-A/l . 
Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 1507) 
Kusunoki,C. and Fukushima,A. 
Process for producing monoclonal antibody 
Patent: JP 2000342279-A 1 12-DEC-2000; 
JAPAN TOBACCO INC , ABGENIX INC 
OS Homo sapiens (human) 
JP 2000342279-A/l 
12-DEC-2000 

30-MAR-2000 JP 2000097874 



Craniata ; Vertebrata ; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



PN 
PD 
PF 
PR 
PI 
PC 



CHIHIRO KUSUNOKI , ATSUSHI FUKUSHIMA 

C12N15/09,C12N1/15,C12N1/19, C12N1/21 , C12N5/10 , C12N15/02 , PC 
C12P21/08// 

PC C07K16/18, C12N15/00, C12N5/00, C12N15/00 



CC 
FH 
FT 



FEATURES 

source 



ORIGIN 



Key Location/Qualif iers 

CDS (12) . . (1400) . 

Location/Qualif iers 

1. .1507 

/organism= "Homo sapiens" 
/mol_type= "genomic DNA" 
/db xref ="taxon: 9606" 



Query Match 83.4%; Score 436.8; DB 6 

Best Local Similarity 91.7%; Pred. No. 2.5e-107 
Matches 4 75; Conservative 0; Mismatches 37 



Length 15 07; 

Indels 6; Gaps 1; 



Qy 



Db 



1 3 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

1 1 1 1 1 1 1 I f I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 i 1 1 1 E I f I IIIIIIMIIMII III 

1 2 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 7 1 



Qy 

Db 

Qy 

Db 
Qy 

Db 

Qy 

Db 

Qy 

Db 



7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 13 2 

II IIIIIIMIIIIMIIIIIMIIIIIMIIIIMIIIIIIIIIIMMIMMIMI 

7 2 GTTCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 131 
13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

IMIMIIIIIIIIIII II MINI II Mill lllllllllllllll III 

13 2 TGCGCTGTCTATGGTGGGTCCTTCAGTGGTTACTACTGGACCTGGATCCGCCAGCCCCCA 191 
193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

II Mill llllllllllllll MM 1 1 1 1 Mill llllllllllllllll 

192 GGGAAGGGGCTGGAGTGGATTGGGGAAATCATTCATCATGGAAACACCAACTACAACCCG 2 51 

2 5 3 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II IIIIIMIIIIIIII I t I I 1 I I I I I IMIIIIIIIMIIIIMIIMI I I I I I 
2 5 2 TCCCTCAAGAGTCGAGTCTCCATATCAGTTGACACGTCCAAGAACCAGTTCTCCCTGACA 311 

313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGA GAGTAATT 3 66 

MIMIIIIIIIIIMI IlillllMillllllllllllllllll Ml I I 

312 CTGAGCTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGAGGGGGAGCAGTG 3 71 



Qy 

Db 

Qy 
Db 

Qy 

Db 



3 6 7 AATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAG 4 2 6 

I III III MIIIIMIIIIIIIIIMIIIIIMIIIMMMIM MUM 

3 7 2 GCTGCGTTTGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCCACCAAG 4 31 

4 2 7 GGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCC 4 86 

1 1 1 1 1 1 M M 1 1 E 1 1! E I M 1 1 1 MM Mill 1 1 1 1 1 1 1 1 I I I 1 1 1 1 i 1 1 1 1 M 

432 GGCCCATCGGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACAGCGGCC 4 91 
4 87 CTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

IMMMMMMMMMMMMMIMMMMM 

4 92 CTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 52 9 



RESULT 8 
BC073766 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



TITLE 

JOURNAL 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



REMARK 
COMMENT 



BC073766 1581 bp mRNA linear PRI 30-JUN-2004 

Homo sapiens cDNA clone MGC: 88774 IMAGE : 4855124 , complete cds . 
BC073766 

BC073 7 66 . 1 GI : 4 92 5642 6 
MGC. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 (bases 1 to 1581) 

Strausberg , R . L . , Feingold, E . A. , Grouse, L.H. , Derge, J.G. , 
Klausner , R . D . , Collins , F.S. , Wagner, L. , Shenmen,C.M. , Schuler,G.D. , 
, Zeeberg,B., Buetow,K.H., Schaef er , C . F . , Bhat,N.K., 
Jordan, H., Moore, T., Max,S.I., Wang, J., Hsieh,F., 
, Marusina,K., Farmer, A. A., Rubin/G.M., Hong,L., 
, Soares,M.B., Bonaldo , M . F . , Casavant , T . L . , 
, Brownstein, M. J. , Usdin,T.B., Toshiyuki , S . , 
Prange,C, Raha,S.S., Loquellano , N . A . , Peters, G. J., 
Mullahy, S . J. , Bosak, S .A. , McEwan, P. J. , 
Malek,J.A., Gunaratne , P . H . , Richards, S., 



Altschul, S .F. 
Hopkins, R. F. , 
Diatchenko , L . 
Stapleton,M. , 
Scheetz,T.E. , 
Carninci , P . 
Abramson, R . D . 
McKernan, K.J. 



Worley,K.C. f Hale,S., Garcia, A.M., Gay,L.J., Hulyk,S.W., 
Villalon, D . K. , Muzny , D . M . , Sodergren, E . J . , Lu,X., Gibbs,R.A., 
Fahey,J., Helton, E. , Ketteman,M., Madan,A. , Rodrigues , S . , 
Sanchez,A., Whiting, M. , Madan,A., Young, A. C, Shevchenko, Y. , 
Bouf fard,G.G. , Blakesley , R . W . , Touchman , J . W . , Green, E.D., 
Dickson, M . C . , Rodriguez , A . C . , Grimwood,J., Schmutz,J., Myers, R.M., 
Butterf ield, Y.S. , Krzywinski , M . I . , Skalska,U. , Smailus,D.E. , 
Schnerch,A., Schein,J.E., Jones, S.J. and Marra,M.A. 
Generation and initial analysis of more than 15,000 full-length 
human and mouse cDNA sequences 

Proc . Natl. Acad. Sci . U.S.A. 99 (26), 16899-16903 (2002) 
12477932 

2 (bases 1 to 1581) 
Strausberg, R . 
Direct Submission 

Submitted (23 - JUN-2004 ) National Institutes of Health, Mammalian 
Gene Collection (MGC) , Cancer Genomics Office, National Cancer 
Institute, 31 Center Drive, Room 11A03, Bethesda, MD 20892-2590, 
USA 

NIH-MGC Project URL: http://mgc.nci.nih.gov 
Contact: MGC help desk 



Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Louis Staudt 

cDNA Library Preparation: Rubin Laboratory 

cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 

DNA Sequencing by: Sequencing Group at the Stanford Human Genome 

Center, Stanford University School of Medicine, Stanford, CA 94305 

Web site : http : / / www- shgc . Stanford . edu 

Contact: (Dickson, Mark) mcd@paxil.stanford.edu 

Dickson, M . , Schmutz, J . , Grimwood, J., Rodriquez, A. , and Myers, 
R. M. 



Clone distribution: MGC clone distribution information can be found 
through the I.M.A.G.E. Consortium/LLNL at: http://image.llnl.gov 
Series: IRAL Plate: 58 Row: e Column: 2 

This clone was selected for full length sequencing because it 
passed the following selection criteria: GenomeScan gene 
prediction, Similarity but not identity to protein. 
FEATURES Location/Qualifiers 
source 1. .1581 

/organism= "Homo sapiens" 

/mol_type= "mRNA" 

/db_xref ="taxon: 9606" 

/clone="MGC : 88 774 IMAGE : 4 855124 " 

/tissue_type=" Primary B-Cells from Tonsils" 

/clone_lib="NIH_MGC_4 8" 

/ lab_hos t- M DH1 OB-R" 

/note= "Vector : pOTB7" 
CDS 21. .1418 

/codon_start=l 

/product = "Unknown (protein for MGC:88774) M 
/protein_id="AAH73766 .1" 
/db_xref ="GI :49256427" 

/ 1 rans 1 a t ion= " MKHLWFFLLLVAAPRWVLSQVQLQESGPGLVKPSETLSLTCTVS 
GGSISGYYWSWIRQPAGKGLEWIGRIYTSGSTNYNPSLKSRVTMSVDTSKNQFSLKLS 
SVTAADTAVYYCARGRFTYFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAAL 
GCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSWTVPSSSLGTQTYIC 
NVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE 
VTCVWDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRWSVLTVLHQDWLNG 
KEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYP 
SDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL 
HNHYTQKSLSLSPGK" 

ORIGIN 



Query Match 80.8%; Score 423.6; DB 9; Length 1581; 

Best Local Similarity 90.0%; Pred. No. 9.4e-104; 

Matches 466; Conservative 0; Mismatches 49; Indels 3; Gaps 1 ; 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 69 

I IIIIMIIMMIIIIIIIIIIIIMI IIIIIIIIIIMII IIIIMIMIIMI 

Db 18 AACATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 7 7 

Qy 7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

II llllll Ml III III MM IMIIMI Mill IIIIIIIIIIIIIII llllll 

Db 78 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTC 137 

Qy 130 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 189 

llllll llllll Ml II III 1 1 1 M 1 1 1 1 1 1 1 i 1 1 1 1 1 1 ! M i 1 : 1 ! Mill 



Db 



13 8 ACCTGCACTGTCTCTGGAGGCTCCATCAGTGGTTACTACTGGAGCTGGATCCGGCAGCCC 197 



Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 2 4 9 

I II Mill MINI I Mill II III II Mill E ! 1 1 1 f 1 1 1 1 1 1 1 1 1 

Db 198 GCCGGGAAGGGACTGGAGTGGATTGGGCGTATCTATACCAGTGGGAGCACCAACTACAAC 2 57 

Qy 2 50 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 3 09 

M II IIIIIIIIIIMIIIIIIII IIIIIIIIIIMIIIIIIIIIIIIIIIII III 

Db 2 58 CCCTCGCTCAAGAGTCGAGTCACCATGTCAGTAGACACGTCCAAGAACCAGTTCTCCCTG 317 
Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAG TAATT 3 66 

II MINI I Mill III II II 1 1 MM I II II III Ml llllll Mill I 

Db 318 AAGCTGAGCTCTGTGACCGCCGCGGACACGGCCGTGTATTACTGTGCGAGAGGTCGGTTC 3 77 

Qy 3 67 AATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAG 4 26 

I I Mill IIIMIMI Mill III il 'i III I llllll 

Db 3 7 8 ACCTACTTTGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCCACCAAG 4 3 7 

Qy 4 27 GGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCC 4 86 

II Mill III I! Hill II II III Mill I II MMI llllll IMMIMIMM 

Db 4 38 GGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCC 4 97 

Qy 4 87 CTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

IMIIIIIIIIIIIIIIIIIIMIIMIIIIIIIIMI 

Db 4 98 CTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 5 



RESULT 9 
BD217688 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 
JOURNAL 

COMMENT 



BD217688 1634 bp DNA linear PAT 17-JUL-2003 

Immune system molecules . 

BD217688 

BD217688.1 GI:33027458 
JP 2002519028-A/2 . 
Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini ; Hominidae; Homo. 
1 (bases 1 to 1634) 

Lai, P., Tang,Y.T., Corley,N.C, Gorgone , G . A . , Guegler , K. J . , 
Patterson, C. and Baughn,M.R. 
Immune system molecules 

Patent: JP 2002519028-A 2 02-JUL-2002; 
INCYTE PHARMACEUTICALS INC 
OS Homo sapiens (human) 
PN JP 2002519028-A/2 
PD 02-JUL-2002 

PF 21-JUN-1999 JP 2000557361 
PR 30-JUN-1998 US 09/107223 

PI PREETI LAL , Y TOM TANG , NEIL C CORLEY , GINA A GORGONE , KARL J PI 
GUEGLER , 

PI CHANDRA PATTERSON , MARIAH R BAUGHN 

PC C12N15/09, A61K3 8/0 0, A61K3 9/3 95, A61K3 9/3 95, A61P3 7/02, A61P4 3/00, 
PC C07K14/47, 

PC C07K16/18 ,C12N1/15, C12N1/19, C12N1/21 , C12N5/10 , C12Q1/6 8 PC 
, C12N15/00, A61K3 7/02 , 
PC C12N5/00 



CC Incyte clone 2849752 

FH Key Location/Qualifiers 
FT source 1. .1634 

FT /organism^ ■ Homo sapiens (human) * . 

FEATURES Location/Qualifiers 
source 1 . . 1634 

/organism^ "Homo sapiens" 
/mol_type= "genomic DNA" 
/db_xref ="taxon: 96 06" 

ORIGIN 

Query Match 76.1%; Score 399; DB 6; Length 1634; 

Best Local Similarity 86.3%; Pred. No. 4.3e-97; 

Matches 460; Conservative 0; Mismatches 55; Indels 18; Gaps 1 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

i 1 1 1 1 1 1 1 ii 1 1 1 m 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 

Db 75 AACATGAAACATCTGTGGTTCTTCCTTCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 134 

Qy 7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

I 1 1 1 1 1 1 M 1 1 Ml Ml MM MMMM II II II II II II I II 1 1 II I II M II 

Db 13 5 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTC 194 

Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

MINI Mill MINI Ml 1 1 1 1 IIIMIUIII I i 1 1 1 1 1 1 1 I III 

Db 195 ACCTGCACTGTCTCTGGTGGCTCCATCAGGAGTTACTACTGGAACTGGATCCGGCTGCCC 2 54 

Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

Mill Mill Mill MMMM I I Ml II Ml II I II II 1 1 II 1 1 1 M 1 1 

Db 2 55 CCAGGGAAGGGACTGGAGTGGATTGGGTATATCTATACTAGTGGGAGCACCAACTACAAC 314 

Qy 25 0 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 30 9 

M M I E I i 1 1 1 E 1 1 f M 1 1 1 1 1 1 1 I i 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 J III 

Db 315 CCCTCCCTCAAGAGTCGAGTCACCATGTCAGTAGACACGTCCAAGAACCAGTTCTCCCTG 3 74 
Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 36 0 

M 1 1 1 1 1 i 1 1 1 1 1 ! i 1 1 1 1 1 1 1 1 1 1 1 E 1 1 f I 1 1 i II 1 1 1 1 II 1 1 1 1 1 1 1 

Db 3 75 AAGCTGAGCTCTGTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGACCCCCGCCC 4 34 
Qy 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCC 411 

I II I M III I Mill Ml U INN I'M 

Db 43 5 AACGCTACTACTACTACGGTATGGACTTCTGGGGCCAAGGGAGCCCTGGTCACCGTCTCC 4 94 

Qy 412 TCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCT 4 71 

MMMM MMMIMMMMMMMMMMMMMMMMMMMIIMM 

Db 4 95 TCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCT 554 

Qy 4 72 GGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

I II 1 1 1 M II M I II M I II I II II I II I M I II II I II II II II 1 1 M M II 

Db 55 5 ■GGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 607 



RESULT 10 
A4 93 8 9 

LOCUS A49389 1418 bp DNA linear PAT 07-MAR-199 

DEFINITION Sequence 7 from Patent W09607740. 
ACCESSION A4 93 8 9 



VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 
FEATURES 

source 



CDS 



sig_pept ide 
mat_peptide 



A49389 . 1 GI :2302866 

unidentified 

unidentified 

unclassified . 

1 (bases 1 to 1418) 

Edelman,L., Margaritte , C . , Kaczorek,M. and Chaabihi,H. 
MONOCLONAL RECOMBINANT ANTI- RHESUS D (D7C2) ANTIBODY 
Patent: WO 9607740-A 7 14-MAR-1996; 
PASTEUR INSTITUT (FR) 

Other publication FR 2724182 960308. 
Location/ Qualifiers 
1. .1418 

/ organism= "unidentified" 
/mol_type="unassigned DNA" 
/db_xref ="taxon: 3 2 644 " 
1. .>1418 

/ not e"= "unnamed protein product" 
/ codon_start=l 
/protein_id="CAA03180. 1" 
/db_xref ="GI :2302867" 

/translation^ " MGWSCI ILFLVATATGVHSQVQLQQWGAGLLKPSETLSLTCTVY 
GGSFSGYYWSWIRQPPGKGLEWIGEINHSGSTNYNPSLKSRVTISVDTSKNQFSLKLN 
SVTAADTAVYYCARAPEYKWKYHGDWFDPWGQGTTVTVSSASTKGPSVFPLAPSSKST 
SGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSWTVPSSSL 
GTQTYICNVNHKPSNTKVDKKAEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTL 
MISRTPEVTCVWDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRWSVLKVL 
HQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTC 
LVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKI.TVDKSRWQQGNVFSC 
SVMHEALHNHYTQKSLSLSPGK" 
1. .57 
58. .1418 

/product = " IMMUNOGLOBULIN, HEAVY CHAIN" 



ORIGIN 



Query Match 75.8%; 
Best Local Similarity 87.2%; 
Matches 4 57; Conservative 



Score 3 97.2; DB 6; 
Pred. No. 1.3e-96; 
0; Mismatches 43; 



Length 1418; 
Indels 24; 



Gaps 



1; 



Qy 



Db 



2 5 TGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAGGTGCAGCTACAG 84 

II 1 1 Mill II 1 1 1 1 III I III I I MM II Mill M II Ml 

1 3 TGTATCATCCTCTTCTTGGTAGCAACAGCTACAGGTGTCCACTCCCAGGTCCAACTGCAG 7 2 



Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 



8 5 CAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACCTGCGCTGTCTAT 144 

I I M I II I M I II I II 1 1 1 1 1 1 1 1 1 1 II II II I M II 1 1 1 M M II 1 1 M I 1 1 1 1 1 1 II 

7 3 CAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACCTGCACTGTCTAT 132 
14 5 GGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCAGGTAAGGGTCTG 2 04 

Mill IIIIMIIMIIIIIIIIIIIIIIIIIMIIMMMI Mill Mill III 

13 3 GGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCCCCAGGGAAGGGGCTG 192 
2 05 GAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCGTCTCTCAAGAGT 2 64 

IMMIIMM IIIIIMIIIIIIIIIIIIIIIIIIIIIMIIMMII 1 1 1 1 1 1 1 1 I 

193 GAGTGGATTGGGGAAATCAATCATAGTGGAAGCACCAACTACAACCCGTCCCTCAAGAGT 2 52 
265 CGAGTCACC ATATCAGTAGACACGTCC AAGAACCAGTTCTCTCTGAAACTGAGCTCTGTG 324 



MM 



IIMMIMI 



I ! 1 1 1 1 1 f 1 1 i 1 1 E 1 1 1 1 1 i 1 1 1 



Ml 



Db 



253 CGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAACTGAACTCTGTG 312 



Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 



3 2 5 ACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAG 361 

Mill IIIIIMIIIIIIIIIIIIIIIIIIIIII I 

313 ACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGGGCCCCAGAGTATAAATGGAAGTAT 3 72 
3 62 - TAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 4 2 0 

I IIIIMIIIII MINIM 1 1 Ml IIIIMIMMMIIIMM 

3 7 3 CATGGGGACTGGTTCGACCCCTGGGGCCAAGGTACCACTGTCACCGTCTCCTCAGCCTCC 4 3 2 

4 21 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 8 0 

I 1 1 1 I I ! I 1 1 1 M I ! I 1 1 1 1 1 1 1 1 II I M I I M 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

43 3 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 92 
481 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

I I M M I M II I II 1 1 1 1 II II II I II I 1 1 1 1 1 M II M I M II 

4 93 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 536 



RESULT 11 

AR176296 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR176296 
Sequence 
AR176296 
AR176296 . 



1418 bp 
from patent US 6312690. 

GI:17918651 



DNA 



linear 



PAT 17-DEC-2001 



Unknown . 

Unknown . 

Unclassified . 

1 (bases 1 to 1418) 

Edelman,L., Margaritte , C . , Kaczorek,M. and Chaabihi,H. 
Monoclonal recombinant anti -rhesus D (D7C2) antibody 
Patent: US 6312690-A 7 06-NOV-2001; 

Location/ Qualifiers 

1. .1418 

/organism=" unknown" 
/mol_type="unas signed DNA" 



Query Match 75.5%; Score 3 95.6; DB 6; Length 1418; 

Best Local Similarity 87.0%; Pred. Mo. 3.6e-96; 

Matches 456; Conservative 0; Mismatches 44 ,\ Indels 24; 



Gaps 



1; 



Qy 



Db 



2 5 TGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAGGTGCAGCTACAG 84 

II II Mill II MM III I III I I 11.11 II Mill II II M 

13 TGTATCATCCTCTTCTTGGTAGCAACAGCTACAGGTGTCCACTCCCAGGTCCAACTGGAG 7 2 



Qy 

Db 

Qy 

Db 

Qy 



8 5 CAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACCTGCGCTGTCTAT 14 4 

1 1 1 f 1 1 ! 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 e e 1 1 1 1 r 1 1 i 1 1 i 1 1 hi- 

7 3 CAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACCTGCACTGTCTAT 132 
14 5 GGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCAGGTAAGGGTCTG 2 04 

Mill 1 1 1 1 1 1 i I ! M 1 1 1 1 1 1 1 1 E i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ) 1 1 Mill Mill Ml 

13 3 GGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCCCCAGGGAAGGGGCTG 192 
2 05 GAGTGGATTGGTGAAATCAATCATAGTGGAAGC ACCAACTACAACCCGTCTCTCAAGAGT 2 64 

IMIMIMM I [ 1 1 1 ! 1 1 1 I 1 1 1 1 1 1 1 i 1 1 M I I! i f E I 1 1 1 1 1 1 1 1 1 IMIIIIII 



Db 



193 



GAGTGGATTGGGGAAATCAATCATAGTGGAAGCACCAACTACAACCCGTCCCTCAAGAGT 2 5 2 



Qy 2 65 CGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAACTGAGCTCTGTG 3 24 

MIIIIIIIIIIIIIIIIIIIIIIIMIIIMIMIIIIM IMIIIIMI lllllll 

Db 2 53 CGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAACTGAACTCTGTG 312 
Qy 3 25 ACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAG 3 61 

Mill IIIIIIIIIIMIIIIIIIIIIIIIMII I 

Db 313 ACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGGGCCCCAGAGTATAAATGGAAGTAT 3 72 

Qy 3 6 2 - TAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 4 2 0 

I MIMIIMM MIIMII II III MIMMMIMIIIIIMI 

Db 3 73 CATGGGGACTGGTTCGACCCCTGGGGCCAAGGTACCACTGTCACCGTCTCCTCAGCCTCC 4 32 

Qy 4 21 ACCAAGGGGCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

1 1 1 1 1 ! F 1 1 1 f 1 1 1 i 1 1 1 1 1 1 1 E 1 1 1 I E 1 1 1 1 1 1 1 1 f i I 1 1 1 1 f 1 1 1 1 i 1 1 1 1 1 f 1 1 1 1 i 

Db 43 3 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 92 

Qy 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

1 1 { 1 1 E 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 f ! 1 1 1 1 f I f 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 4 93 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 6 



RESULT 12 

AR135359 

LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS . 
SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 

TITLE 
JOURNAL 
FEATURES 

source 



ORIGIN 



AR135359 1567 bp DNA linear 

Sequence 17 from patent US 6135941. 

AR135359 

AR135359.1 GI:14476031 



Unknown . 

Unknown . 

Unclassified . 

1 (bases 1 to 1567) 

Hillman, J.L. , Lal,P., Tang, Y.Tom., Yue,H., Au- Young, J., 
Corley,N.C, Guegler,K.J. and Baughn , M . R . 
Human immune system associated molecules 
Patent: US 6135941-A 17 24-OCT-2000; 

Location/Qualifiers 

1. .1567 

/ organism= "unknown" 
/mol_type= "unassigned DNA" 



PAT 16-JUN-2001 



Query Match 75.0%; 
Best Local Similarity 86.3%; 
Matches 468; Conservative 



Score 3 92.8; DB 6; 
Pred. No. 2.1e-95; 
0; Mismatches 47; 



Length 1567; 
Indels 27; 



Gaps 



Qy 



Db 



10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

I IIIIMMIIIIIIIIIIIIIIIIIM Mllll 1 1 III II I IMMMIMIMI 

7 5 AACATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 134 



Qy 

Db 

Qy 



7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

IIMIIIIIM III II! MM Mllll M I II II 1 1 M II I II II II II M 1 1 1 1 

13 5 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGAGTGGTGAAGCCTTCGGAGACCCTGTCCCTC 194 
13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCA GTGGTTACTACTGGAGCTGGATCCGC 183 



1 1 1 1 ! 1 1 1 ! I E 1 i MINI III III IIIIIIIIIIIIMMIIIIMIIII 

Db 195 ACCTGCGCTGTCTCTGGTGGCTCCATCACTAGTGGTGGTTACTACTGGAGCTGGATCCGC 2 54 

Qy 184 CAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAAC 243 

Mill Mill Mill III llllll Mill I III II I Mill MIMI I 

Db 2 55 CAGCCCCCAGGGAAGGGGCTGGAGTGGATTGGGTACATCTATTACAGTGGGAGCACCCTC 314 

Qy 24 4 TACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTC 3 03 

M II I II IN I MIMIIIIIIIII i I E 1 1 » 1 1 E i { 1 1 I f f 1 1 f i I 1 1 1 1 1 1 1 f f r 1 1 

Db 315 TACAACCCGTCCCTCAAGAGTCGAGTTACCATATCAGTAGACACGTCCAAGAACCAGTTC 3 74 
Qy 3 04 TCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

II Mill IMMMMIMM II M IIIIMM I 1 1 f 1 1 1 1 1 1 1 1 1 1 III 

Db 37 5 TCCCTGAAGCTGAGCTCTGTGACTGCCGCAGACACGGCCGTGTATTACTGTGCCAGAGAT 4 34 
Qy 3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTC 4 02 

I I I I I III MMMMIMMIMIMM 

Db 435 GACGTAGGTTTAAGGGGGGGGAACTACGGTATGGACGTCTGGGGCCAGGGAACCCTGGTC 4 94 

Qy 4 03 ACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAG 4 62 

II II II II I II II M M II II I II II II II II I I II 1 1 II I M I II I I II 1 1 1 II II II 

Db 4 95 ACCGTCTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAG 5 54 

Qy 4 63 AGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCG 522 

M M I II II M M I II M II M I II M II I M II M II II II M M I II II I II II I II I 

Db 55 5 AGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCG 614 

Qy 523 GT 524 

II 

Db 615 GT 616 



RESULT 13 

BC075842 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



BC075842 1599 bp mRNA linear PRI 07-JUL-2004 

Homo sapiens immunoglobulin heavy constant gamma 1 (Glm marker) , 
mRNA (cDNA clone MGC:88778 IMAGE : 62 15815) , complete cds . 
BC075842 

BC075842.1 GI:49904193 
MGC . 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 1599) 

Strausberg,R.L. , Feingold, E . A. , Grouse ,L.H. , Derge, J.G. , 
Klausner ,R. D . , Collins , F . S . , Wagner, L., Shenmen, C . M . , Schuler , G . D . , 
, Zeeberg,B., Buetow,K.H., Schaef er , C . F . , Bhat,N.K., 

Jordan, H., Moore , T., Max,S.I., Wang , J . , Hsieh,Fl, 
, Marusina,K., Farmer, A. A: , Rubin ,G.M., Hong,L., 
Soares,M.B. , Bonaldo,M.F. , Casavant , T . L . , 
Brownstein, M.J. , Usdin,T.B. , Toshiyuki,S. , 
Prange,C. , Raha,S.S. , Loque llano , N . A . , Peters, G. J. , 
, Mullahy, S . J. , Bosak,S.A., McEwan,P.J., 
, Malek,J.A., Gunaratne, P.H. , Richards,S., 
Hale,S., Garcia, A.M., Gay,L.J., Hulyk,S.W., 
, Muzny , D . M . , Sodergren, E. J. , Lu,X., Gibbs,R.A., 



Altschul,S.F. 
Hopkins , R . F . , 
Diatchenko, L . 
Stapleton , M . , 
Scheetz,T.E. , 
Carninci , P . , 
Abramson, R . D . 
McKernan, K.J. 
Worley, K.C. , 
Villalon,D. K. 



TITLE 

JOURNAL 
PUB MED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



REMARK 
COMMENT 



Fahey,J., Helton, E., Ketteman,M., Madan,A., Rodrigues , S . , 
Sanchez, A., Whiting, M . # Madan,A. , Young, A. C, Shevchenko, Y . , 
Bouf fard,G.G. , . B lakes ley , R . W . , Touchman , J . W . , Green, E.D. , 
Dickson, M.C. , Rodriguez , A. C . , Grimwood, J. , Schmutz,J., Myers, R.M., 
Butterf ield, Y.S. , Krzywinski , M . I . , Skalska,U. , Smailus,D.E. , 
Schnerch,A., Schein,J.E., Jones, S.J. and Marra,M.A. 
Generation and initial analysis of more than 15,000 full-length 
human and mouse cDNA sequences 

Proc. Natl. Acad. Sci . U.S.A. 99 (26), 16899-16903 (2002) 
12477932 

2 (bases 1 to 1599) 
Strausberg, R . 
Direct Submission 

Submitted (06- JUL-2004 ) National Institutes of Health, Mammalian 
Gene Collection (MGC) , Cancer Genomics Office, National Cancer 
Institute, 31 Center Drive, Room 11A03, Bethesda, MD 20892-2590, 
USA 

NIH-MGC Project URL : http://mgc.nci.nih.gov 

Contact: MGC help desk 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Dr. Mark Watson 

cDNA Library Preparation: Rubin Laboratory 

cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
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Clone distribution: MGC clone distribution information can be found 
through the I.M.A.G.E. Consortium/LLNL at: http://image.llnl.gov 
Series: IRAL Plate.- 58 Row: j Column: 19 

This clone was selected for full length sequencing because it 
passed the following selection criteria: GenomeScan gene 
prediction, Similarity but not identity to protein. 
FEATURES Location/Qualifiers 
source 1. .1599 

/organism^ "Homo sapiens" 

/mol_type= "mRNA" 

/db_xref ="taxon: 9606" 

/clone="MGC:88778 IMAGE : 6215815" 

/t is sue_type=" Spleen" 

/clone_lib="NIH_MGC_113" 

/lab_host="DH10B-R" 

/note- "Vector : p0TB7 " 
gene 1. .1599 

/ gene= " IGHG1 " 

/db_xref = " IMGT/LIGM : IGHG1 " 
/db_xref =" Locus ID : 3500 " 
/db_xref="MIM: 147100" 
CDS 23. .1432 

/gene="IGHGl n 
/codon_start=l 
/product="IGHGl protein" 
/protein_id="AAH75842 .1" 
/db xref = "GI :49904194" 



/db_xref - " IMGT/LIGM : IGHGl " 
/db_xref=" Locus ID : 3 500 " 
/ dbxref = "MIM : 147100" 

/ trans la tion="MKHLWFFLLLVAAPRWVLSQVQLQESGQGLVKPSETLSLTCTVS 
SGSVNSGSYYWSWIRQPPGKGLEWIGSI YYSGSTNYSPSLKSRVTISIDTSKNQFSLK 
VTSVTAADTAVYYCAREGVGLHTFDSWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGG 
TAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSWTVPSSSLGTQ 
TYICNWHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMIS 
RTPEVTCVWDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRWSVLTVLHQD 
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVK 
GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM 
HE ALHNH YTQKS L S L S PG K " 

ORIGIN 



Query Match 74.8%; Score 392; DB 9; Length 1599; 

Best Local Similarity 86.8%; Pred. No. 3.4e-95; 

Matches 46 0; Conservative 0; Mismatches 55; Indels 15; Gaps 2; 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 69 

I IIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIMIIII llllllllllllll 

Db 2 0 AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 7 9 



Qy 70 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

UNI. UN Ml III 1 1 II III III IMIM UIMIIM li.lllll 

Db 8 0 CAGGTGCAGCTGCAGGAGTCGGGCCAAGGGCTGGTGAAGCCTTCGGAGACCCTGTCCCTC 13 9 



Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCA GTGGTTACTACTGGAGCTGGATCCGC 183 

IIIIII IIIIII I Ml Ml III M MM MMMIMIMIMM 

Db 14 0 ACCTGCACTGTCTCTTCTGGCTCCGTCAACAGTGGTAGTTATTACTGGAGCTGGATCCGG 199 



Qy 184 CAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAAC 243 

Mill Mill Mill IMIIIMIIIIII II II I Mill M MIM 

Db 2 00 CAGCCCCCAGGGAAGGGACTGGAGTGGATTGGGTCTATTTATTACAGTGGGAGCACCAAC 2 59 



Qy 2 44 TACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTC 3 03 

MM Ml M M M 1 1 If 1 1 II I M I ! 1 1 M M I II I II II I M 1 1 1 1 1 1 M M II 

Db 2 60 TACAGCCCCTCCCTCAAGAGTCGAGTCACCATATCAATAGAGACGTCCAAGAACCAGTTT 319 



Qy 3 04 TCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAG 3 59 

II Mill III I Mill II IIIIII IIIIII MM II MM Mill Mill 

Db 32 0 TCCCTGAAGGTGACCTCTGTGACCGCTGCGGACACGGCCGTATATTACTGTGCGAGAGAG 3 79 



Qy 3 60 AGTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 414 

Mill II Ml I 1 1 1 1 1 1 i E I f 1 1 1 I i 1 1 1 f M 1 1 1 1 1 1 1 1 1 1 E f 

Db 3 80 GGAGTAGGACTCCACACTTTTGACTCCTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 4 3 9 



Qy 415 GCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGG 474 

Mill I 1 1 1 1 1 1 1 1 1 1 1 1 1 i I IMIM I Mill MMMIMIMIMM II I II Ml I 

Db 44 0 GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGG 4 99 



Qy 4 75 GGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

I II I M II IMIIIMIIIIMIIMMIIIMIIIIIIIIIIIMIII 

Db 50 0 GGCACAGCAGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 54 9 



RESULT 14 
AF245309 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



COMMENT 
FEATURES 

source 



CDS 



AF245309 476 bp mRNA linear PRI 15-MAR-2001 

Homo sapiens IgGl immunoglobulin heavy chain variable region mRNA, 
partial cds . 
AF245309 

AF24 5 30 9.2 GI : 13 3 4 7044 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 476) 

Ot tensmeier , C . H . and Stevenson , F . K . 

Isotype switch variants reveal clonally related subpopulations in 

diffuse large B-cell lymphoma 

Blood 96 (7), 2550-2556 (2000) 

20458802 

11001910 

2 (bases 1 to 476) 

Ottensmeier , C . H. and Stevenson, F . K . 
Direct Submission 

Submitted ( 15 -MAR-2000) Molecular Immunology, Cancer Sciences 
Division, Southampton University, Tremona Road, Southampton SO!6 
6 YD, UK 

On Mar 15, 2001 this sequence version replaced gi: 13123497. 
Location/Qualifiers 
1. .476 

/organism="Homo sapiens" 

/mol_type="mRNA" Q 
/db_xref ="taxon: 9606" 
/ chromosome= " 14 " 

/tissue_type="dif fuse large B cell lymphoma" 

/note="Case 5049" 

<1. ->476 

/ codon_start=l 

/product="IgGl immunoglobulin heavy chain variable region" 
/protein_id="AAK19936 . 1" 
/db_xref="GI : 13347045" 

/translation "QVQLQQWGAGLLKPSETLSRTCAVYGGSFSDDYWSWIRQPPGKG 
LEWIGEINHSGSTNYNPSLKSRVTISVDTSEKQFSLKLSSVTAADTAVYYCARRNDWY 
PFDYWDEGILVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSW" 



ORIGIN 



Query Match 73.7%; Score 386.2; DB 9; Length 476; 

Best Local Similarity 91.5%; Pred . No. 1.3e-93; 

Matches 42 2; Conservative 0; Mismatches 33; Indels 6; 



Gaps 



1; 



Qy 

Db 



7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

MMMMMIMMMMMMIMMMMMMMIIMMMIMMMIMM I 

1 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCGC 6 0 



QY 
Db 

Qy 

Db 



13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCC AGCCA 18 9 



I II I I 



I I I I 



1 1 II I I 1 1 I MMII I 



III 



6 1 ACCTGCGCTGTCTATGGTGGGTCCTTCAGTGATGACTACTGGAGCTGGATTCGCCAGCCC 12 0 
190 CC AGGT AAGGGTCTGGAGTGGATTGGTGAAATC AATCATAGTGGAAGCACCAACTACAAC 24 9 

Mill Mill MINIMI MMMIMIMIMIMM M M 1 1 1 1 1 1 1 1 

121 CCAGGGAAGGGGCTGGAGTGGATTGGGGAAATC AATCATAGTGGAAGTACCAACTACAAC 180 



Qy 25 0 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 30 9 

Mill IMIMIIIIIIIIIIMMIIIIMIIIIIIIIII II 1 1 MINIM III 

Db 181 CCGTCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCGAGAAACAGTTCTCCCTG 24 0 

Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAAT 3 6 9 

II 1 1 1 1 I I IMIIIIIIIMMIIIIIIIIIMIMI 1 1 I 

Db 2 41 AAGTTGAGTTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGGAGAAACGAC 3 0 0 
Qy 3 7 0 TGG - TTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACC 4 2 3 

III II III MM I MUM MIMMIMMMMMMIMI Ml 

Db 301 TGGTATCCCTTTGACTACTGGGACGAGGGAATCCTGGTCACCGTCTCCTCAGCCTCCACC 3 60 

Qy 4 2 4 AAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACGTCTGGGGGCACAGCG 4 8 3 

I II 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II I II 1 1 1 II 1 1 II II I II 1 1 1 1 1 1 1 1 1 1 1 

Db 3 61 AAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCG 4 2 0 

Qy 4 84 GCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

1 1 1 1 1 M 1 1 M I I II II M 1 1 1 II I I M 1 1 1 II II M M II 

Db 421 GCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGt 461 



RESULT 15 
AR242984 

LOCUS AR242984 2674 bp DNA linear PAT 20-DEC-2002 

DEFINITION Sequence 1 from patent US 6475749. 
ACCESSION AR242 984 

VERSION AR242984.1 GI:27289667 

KEYWORDS 

SOURCE Unknown . 

ORGANISM Unknown. 

Unclassified. 
REFERENCE 1 (bases 1 to 2674) 
. AUTHORS Morrison, S . L. and Montano,R. 
TITLE Rh hybrid antibody 

JOURNAL Patent: US 6475749-A 1 05-NOV-2002; 
FEATURES Location/Qualifiers 
source 1. .2674 

/ organistn= "unknown" 
/mol_type= "genomic DNA" 

ORIGIN 

Query Match 73.5%; Score 385.2; DB 6; Length 2674; 

Best Local Similarity 83.8%; Pred . No. 2.3e-93; 

Matches 46 9; Conservative 0; Mismatches 43; Indels 48; Gaps 1; 

Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 ■ 

I II I I I I II I I M I I II I II II II I II I M M I II I II M I II I I I M I I I I I I I III 
Db 1 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 6 0 

Qy 7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 13 2 

M 1 1 II 1 1 M I II I M 1 1 1 1 1 M 1 1 1 1 II M M 1 1 M 1 1 1 1 M I M 1 1 1 1 1 M M II I M 

Db 61 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 

Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

Ml Mill III MUM I MM I Ml Ml II IMIMI MINIUM III 

Db 121 TGCGCTGTCTATGGTGGGTCCTTCAGTGGTCACCACTGGAGTTGGATCCGCCAGCCCCCA 18 0 



Qy 19 3 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

' tl Mill II II I MMII III MINI MINIM I MINIMI I MIIIIIII 

Db 181 GGGAAGGGGCTGGAGTGGATTGGAGAAATCGATCATAGTGGAAGCACCAATTACAACCCG 24 0 

Qy 25 3 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II IIIIMIIillllllllllMIIIIHIIIIIIMIIIIIIIMIIIIII 1 1 1 1 

Db 241 TCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCGTGAAG 3 00 

Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTG - 3 71 

1 1 1 1 IIIMIIIIMI IMMIIIIIIIIMIIIMIIIIIIMII 1 1 II 

Db 3 01 CTGACCTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGAAGCCGGCATTGT 3 6 0 
Qy 3 72 GTTCGACCCTTGG 3 84 

I III III 

Db 361 ACAAGTATCAGCTGTTTTCAGTATTATTTAGGATACTACTACTACTACATGGACGTCTGG 42 0 

Qy 3 85 GGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCC 444 

III I II III llllllllllllllllll I I I I I I ! I I ^ I I I I I I I I I I I I I 

Db 421 GGCAAAGGGACCACGGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCC 4 80 

Qy 44 5 CTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAG 5 04 

Mill 1 1 1 1 Mill IIIIIIIIIIIIIIIIIIIMIIIIIMMIIIIMMIIIII 

Db 4 81 CTGGCGCCCTGCTCCAGGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAG 54 0 

Qy 5 05 GACTACTTCCCCGAACCGGT 524 

IIIIIIMIIIMIIIIMI 

Db 541 GACTACTTCCCCGAACCGGT 560 



Search completed: December 2, 2004, 17:01:19 
Job time : 2806.28 sees 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 

OM nucleic - nucleic search, using sw model 

Run on: December 2, 2004, 12:19:02 ; Search time 405.722 Seconds 

(without alignments) 
6779.752 Million cell updates/sec 

Title :. US-08-72 8-4 63B-219 

Perfect score: 524 

Sequence: 1 AAGCTTGCCACCATGAAACA GACTACTTCCCCGAACCGGT 524 

Scoring table : IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 4134886 seqs, 2624710521 residues 

Total number of hits satisfying chosen parameters: 8269772 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post -processing : 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 



Database 



N_Geneseq_2 3Sep04 : * 

1: geneseqnl980s : * 

2 : geneseqnl990s : * 

3 : geneseqn2000s : * 

4: geneseqn2 OOlas : * 

5: geneseqn2001bs : * 

6: geneseqn2002as : * 

7 : geneseqn2002bs : * 

8: geneseqn2003as : * 

9: geneseqn2003bs : * 

10 : geneseqn2003cs : * 

11: geneseqn2003ds : * 

12: geneseqn2004s : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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ALIGNMENTS 



RESULT 1 
AAT73444 

ID AAT73444 standard; DNA; 524 BP . 
XX 

AC AAT73444; 
XX 

DT 03-DEC-1997 (first entry) 
XX 

DE Human immunoglobulin light chain variable region partial transcript. 
XX 

KW Ig; affinity constant; human; antigen; hybridoma; B cell; transgene; 
KW transgenic; mouse; CD4 ; antibody; autoimmune; inflammatory; 
KW transplant rejection; ss. 
XX 

OS Homo sapiens . 
XX 

PN W09713852-A1. 
XX 

PD 17-APR-1997. 
XX 

PF 10-OCT-1996; 96WO-US016433 . 
XX 

PR 10-OCT-1995; 95US - 0 054 44 04 . 

XX . 

PA (GENP-) GENPHARM INT INC. 
XX 

PI Lonberg N, Kay RM; 
XX 

DR WPI; 1997-235888/21. 
XX 

PT Novel anti-CD4 antibody produced by transgenic mice - used in the 

PT treatment of auto- immune disease etc. 

XX 

PS Claim 45; Page 272; 396pp; English. 
XX 

CC A novel composition has been developed which comprises an immunoglobulin 
CC (Ig) having an affinity constant (Ka) of at least 2 multiply 1000000000 M 



CC -1 for binding to a predetermined human antigen. The present sequence 

CC represents a human light chain variable region partial nucleotide 

CC sequence, HC6G5 , which encodes an amino acid sequence from a claimed 

CC immunoglobulin that specifically binds human CD4 . The anti-CD4 antibodies 

CC may be used in therapeutic and diagnostic applications, especially for 

CC the treatment of human diseases. These antibodies reduce activity of CD 4 

CC cells and reduce undesirable autoimmune reactions, inflammatory response 

CC and transplant rejection. Transgenic animals are capable of producing 

CC heterologous antibodies of multiple isotypes by undergoing isotype 

CC switching. These animals produce a first Ig type that is necessary for 

CC antigen-stimulated B-cell maturation and can switch to encode and produce 

CC one or more subsequent heterologous isotypes 

XX 

SQ Sequence 524 BP; 106 A; 160 C; 140 G; 118 T; 0 U; 0 Other; 

Query Match 100.0%; Score 524; DB 2; Length 524; 

Best Local Similarity 100.0%; Pred. No. 7.7e-132; 

Matches 524; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

I I 1 1 II 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 M 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

Qy 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

MIIIIIIIIIIIIIIMIIIIMIMIIIIIIIIIIMIIIIMMIMMIIIIMII 

Db 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

Qy 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 18 0 

IMMIIIIIIIMIIIIIMIMIIIIIIIIMIIIMIIIMIIIIIIIMIIIIIII 

Db 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 

Qy 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

I I II MINIM MINIM I III II llllllllllllllllllllllll 1111111111 

Db 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

Qy 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

I I I I I I I I I I I I I I I I I t I II I II I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I 
Db 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

Qy 301 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 360 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1! 1 1 1 1 1 1 1 1 1 1 1 [1 1 1 1 1 :i! 1 1 1 1 1 1 M 1 1 

Db 3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

Qy 3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

I M I I I 1 1 1 1 1 1 1 1 I !, I 1 1 I i 1 1 M i M I ; 1 1 1 1 1 1 1 i -. 1 1 ; I I i I ! 1 1 1 1 f i 

Db 3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

Qy 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

IMMMMMMMIMMMNMIMMMMNMIMMMININNIIMM 

Db 4 21 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

Qy 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 52 4 

IIIIIIIIIIIIIIIIIIIIIIIMIIIMIIIIIIIIIMIII 
Db 481 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 



RESULT 2 



AAV3 92 92 

ID AAV3 92 92 standard; DNA; 524 BP. 
XX 

AC AAV3 92 92; 
XX 

DT 18-DEC-1998 (first entry) 
XX 

DE Synthetic heavy chain sequence HC6G5 . 
XX 

KW Transgenic animal; human heterologous antibody; transgene; 

KW isotype switching; neutrophil efflux; reperfusion injury; CD 4 binding; 

KW autoimmune reaction; inflammatory response; transplant rejection; 

KW acid induced lung injury; acute adult respiratory distress syndrome; 

KW ARDS; vasculitis; septic shock; allergic reaction; asthma; 

KW cystic fibrosis; ss . 

XX 

OS Synthetic. 

OS Homo sapiens. 
XX 

PN W09824884-A1. 
XX 

PD ll-JUN-1998. 
XX 

PF 01-DEC-1997; 97WO-US02 1803 . 
XX 

PR 02-DEC-1996; 96US - 0075 84 17 . 
XX 

PA (GENP-) GENPHARM INT. 
XX 

PI Lonberg 1ST, Kay RM; 
XX 

DR WPI; 1998-333306/29. 

XX 

PT Hybridoma producing antibody specific for interleukin- 8 - used to prevent 

PT efflux of neutrophils from vasculature, and treat reperfusion injury. 
XX 

PS Example 42; Page 324; 452pp; English. 
XX 

CC The present sequence represents a synthetic heavy sequence (created using 

CC oligonucleotides AAV3 92 7 9-89) . This synthetic sequence differs from 

CC natural sequences in that strings of repeated oligonucleotides are 

CC interrupted (to facilitate oligonucleotide synthesis and PCR 

CC amplification) , optimal translation initiation sites are incorporated and 

CC Hindu sites were engineered upstream of the translation initiation 

CC sites. The sequence is used to make plasmid pHC6G5 , which is used in the 

CC construction of minigenes for expression of IgGkappa anti-CD4 antibodies, 

CC in the transgenic mouse of the invention. The specification describes 

CC transgenic non-human animals, especially a mouse, which are capable of 

CC producing a human heterologous antibodies of multiple isotypes by 

CC undergoing isotype switching. The transgenic animals have human heavy and 

CC light chain transgenes. The transgenes are capable of functionally 

CC rearranging a heterologous diversity (D) gene in a variable-diversity- 

CC junction (V-D-J) recombination. The transgenes include a heavy chain 

CC transgene comprising at least one V, D and J gene segment, and one 

CC constant region gene segment. The immunoglobulin (Ig) light chain 

CC transgene comprises at least one V and J gene segment and one constant 

CC region gene segment . The gene segments are heterologous to the transgenic 



CC animal. The antibody can be used to prevent efflux of neutrophils from 

CC vasculature. It can also be used to treat reperfusion injury. CD4 binding 

CC antibodies are used to reduce undesirable autoimmune reactions, 

CC inflammatory responses and rejection of transplanted organs. The anti-IL- 

CC 8 antibodies can reduce tissue damage and prolong survival in animal 

CC models of acute adult respiratory distress syndrome (ARDS) and acid 

CC induced lung injury. The anti-IL-8 antibodies can also be used for the 

CC treatment of vasculitis, septic shock, allergic reactions (e.g. asthma) 

CC and cystic fibrosis 

XX 

SQ Sequence 524 BP; 106 A; 160 C; 140 G; 118 T; 0 U; 0 Other; 

Query Match 100.0%; Score 524; DB 2; Length 524; 

Best Local Similarity 100.0%; Pred. No. 7.7e-132; 

Matches 524; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 6 0 

IMIIIIIIMIIIIIIIIIMMIIIIIMMIIIIIIIIIIIIIIIIIIMIMMII 

Db 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

Qy 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

IIIIIIMIIIMIMIIIIMMIIIIIIIIIIIIIIIIIIIIIIIIIIIMMIIIM 

Db 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

Qy 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 

MIIIIMIIIIIIIIIIIIIIIIIMIIIIIMIIIIIIIIIIIMIIIIIIMIIIII 

Db 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 18 0 

Qy 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

MIIIMIIIMIIIIIIIIIIIIMIIMMIMIMIMIIIIIIIIIIIMMIIII 

Db 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

Qy 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

IIIIIIMIIIIIIIIIIIIIIIIIIIIIIIMIIIMIIIIIIIIIIMIMIMIIII 

Db 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

Qy 3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

1 1 M I 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I M I M 1 1 1 1 1 M II I I II 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 

Db 3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

Qy 3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

IMIMIIIIIIIIMIIIIIIIIIIMIIMIIIIIIIMIIIIIMMMIMIIIII 

Db 3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

Qy 4 21 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

IIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMMIIIIIII 

Db 4 21 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

Qy 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

lllillll MINIM I IIIIIIIIIIMII I MINIMUM 
Db 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 



RESULT 3 
AAZ22046 

ID AAZ22046 standard; DNA; 524 BP. 
XX 



AC AAZ2 2 04 6; 
XX 

DT 24-NOV-1999 (first entry) 
XX 

DE Nucleotide sequence of HC6G5 . 
XX 

KW Transgenic animal; heterologous antibody; hybridoma; B cell; 

KW transgenic mouse; human heavy chain transgene; digoxin; 

KW human light chain transgene; immortalized cell; immunoglobulin; 

KW Shinga-like toxin; autoimmune disease; cancer; infectious disease ; 

KW transplant rejection; blood disorder; coagulation disorder; ss . 

XX 

OS Synthetic. 
XX 

PN W09945962-A1 . 

XX . 

PD 16-SEP-1999. 

XX 

PF 12-MAR-1999; 99WO-US005535 . 
XX 

PR 13-MAR-1998; 98US - 00042353 . 
XX 

PA (GENP-) GENPHARM INT INC. 
XX 

PI Lonberg N, Fishwild DM, Ball WJ; 
XX 

DR WPI; 1999-551219/46. 
XX 

PT Novel transgenic non-human animals used to produce heterologous 

PT antibodies. 

XX 

PS Example 42; Page 325; 484pp; English. 
XX 

CC The specification describes transgenic animals that are capable of 

CC producing a heterologous antibody. The antibodies are isolated form a 

CC hybridoma, comprising B cells, that is obtained from a transgenic mouse 

CC having a genome comprising a human heavy chain transgene and a human 

CC light chain transgene. The B cells are fused to immortalized cells 

CC suitable for generating a hybridoma, which produces a detectable amount 

CC of an immunoglobulin that specifically binds digoxin or Shinga-like 

CC toxin. B cells from transgenic animals can be used to generate hybridomas 

CC expressing monoclonal high affinity human sequence antibodies. Antibodies 

CC produced from the transgenic animals of the invention can be used to 

CC treat human diseases, e.g. autoimmune diseases, cancer, infectious 

CC disease, transplant rejection, blood disorders such as coagulation 

CC disorders and other diseases. The present sequence is used in the course 

CC of the invention 

XX 

SQ Sequence 524 BP; 106 A; 160 C; 140 G; 118 T; 0 U; 0 Other.; 

Query Match 100.0%; Score 524; DB 2; Length 524; 

Best Local Similarity 100.0%; Pred. No. 7.7e-132; 

Matches 524; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

MIIIIMIIMIIIMIMIIIIIIIMIIIIMIIIIIIIIIIIMMMIIIMIII 

Db 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 



Qy 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

IIIMIIMIIIIIMIMIIIIIIIIIIIIIIMIMIIIIIIIIIIIIIIIIIIIIII 

Db 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

Qy 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 18 0 

MMIMIIIIMIIIIIIMIIIIIIIIIIMIIIIIIIIIIMIIIIIIIIIIIIMI 

Db 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 18 0 



Qy 181 CGCCAGCCACGAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

MIIIIIIIIIIIIIIIIIIIIMIMIIIIIIIIIIIIIIIIIMIIIIIIIIIIIMI 

Db 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

Qy 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 0 0 

IMMIIMII MM Mill I IMIIMI IM IM IMIMMIIMM MIIIIMM 

Db 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

Qy 3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 6 0 

1 1 M 1 1 1 1 M 1 1 1 1 1 1 1 II 1 1 M 1 1 1 M 1 1 1 1 M I 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 11 1 

Db 3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

Qy 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

IMIIIIIIIIMIIIIIIIMIIIIIIIIMIIIIIIIIIIMIIMIIMIIIIIIII 

Db 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACGCTGGTCACCGTCTCCTCAGCCTCA 42 0 

Qy 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

I 1 1 1 1 M 1 1 1 I 1 1 1 1 1 1 M 1 1 1 M 1 1 1 1 1 1 1 1 II I 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 480 

Qy 481 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 52 4 

I I I I I I I I ^ : I i I I i I I I i I I I I : ! I ; ^ I I I I I I i I I I 

Db 481 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 



RESULT 4 
AAV3 92 91 

ID AAV3 92 91 standard; DNA; 4 92 6 BP. 
XX 

AC AAV39291; 
XX 

DT 18-DEC-1998 (first entry) 
XX 

DE Plasmid pHC6G5 nucleotide sequence. 
XX 

KW Transgenic animal; human heterologous antibody; transgene; 

KW isotype switching; neutrophil efflux; reperfusion injury; CD4 binding; 

KW autoimmune reaction; inflammatory response; transplant rejection; 

KW acid induced lung injury; acute adult respiratory distress syndrome; 

KW ARDS; vasculitis; septic shock; allergic reaction; asthma ; 

KW cystic fibrosis; ss. 

XX 

OS Synthetic. 

OS Homo sapiens . 
XX 

PN W09824884-A1 . 
XX 

PD ll-JUN-1998. 



XX 

PF 01-DEC-1997; 97WO-US02 1 8 03 . 
XX 

PR 02-DEC-1996; 96US - 007584 17 . 
XX 

PA (GENP-) GENPHARM INT. 
XX 

PI Lonberg N , Kay RM; 
XX 

DR WPI; 1998-333306/29. 
XX 

PT Hybridoma producing antibody specific for interleukin- 8 - used to prevent 

PT efflux of neutrophils from vasculature, and treat reperfusion injury. 
XX 

PS Example 42; Page 321-324; 452pp ; English. 
XX 

CC The present sequence represents a plasmid, pHC6G5 , which contains a 

CC synthetic heavy sequence (created using oligonucleotide AAV39267-89) . 

CC This synthetic sequence differs from natural sequences in that strings of 

CC repeated oligonucleotides are interrupted (to facilitate oligonucleotide 

CC synthesis and PCR amplification) , optimal translation initiation sites 

CC are incorporated and Hindu sites were engineered upstream of the 

CC translation initiation sites. The plasmid is used in the construction of 

CC minigenes for expression of IgGkappa anti-CD4 antibodies, in the 

CC transgenic mouse of the invention. The specification describes transgenic 

CC non-human animals, especially a mouse, which are capable of producing a 

CC human heterologous antibodies of multiple isotypes by undergoing isotype 

CC switching. The transgenic animals have human heavy and light chain 

CC transgenes. The transgenes are capable of functionally rearranging a 

CC heterologous diversity (D) gene in a variable-diversity- junction (V-D-J) 

CC recombination. The transgenes include a heavy chain transgene comprising 

CC at least one V, D and J gene segment, and one constant region gene 

CC segment. The immunoglobulin (Ig) light chain transgene comprises at least 

CC one V and J gene segment and one constant region gene segment. The gene 

CC segments are heterologous to the transgenic animal. The antibody can be 

CC used to prevent efflux of neutrophils from vasculature. It can also be 

CC used to treat reperfusion injury. CD4 binding antibodies are used to 

CC reduce undesirable autoimmune reactions, inflammatory responses and 

CC rejection of transplanted organs. The anti-IL-8 antibodies can reduce 

CC tissue damage and prolong survival in animal models of acute adult 

CC respiratory distress syndrome (ARDS) and acid induced lung injury. The 

CC anti-IL-8 antibodies can also be used for the treatment of vasculitis, 

CC septic shock, allergic reactions (e.g. asthma) and cystic fibrosis 

XX 

SQ Sequence 4926 BP; 1121 A; 1455 C; 1296 G; 1054 T; 0 U; 0 Other; 



Query Match 100.0%; Score 524; DB 2; Length 4926; 

Best Local Similarity 100.0%; Pred. No. 1.4e-131; 

Matches 524; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I II I I I 1 I I II I I I I I I I 
Db 16 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 7 5 



Qy 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

MIMIIIIMIIIIIIIIIIIIMIIIMIIIIIIIIIMIIIIIIIIIMIIIIIIM 

Db 76 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 13 5 



Qy 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 

IIIIMIIMIIIIIIIIIIIIMIIIIMIIIIIIIIIIIIIIMIIIMIIMMMI 

Db 13 6 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 195 

Qy 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 240 

IMIIIIIIIMMIIMIMIMIIIIIIMIMIIIIIIIIIIIIIIIIMIIIIIII 

Db 196 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 255 

Qy 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

IMMIIIIIMIIIIIIIIIIIIIIIIIIIIIMMMMIIIIIIIIIIIMIIMM 

Db 2 56 AACTAGAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 315 

Qy 3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

MIMIMIIIIIIIIIIIIIIIIIIMMIIIIIIIIIIIIIIIIIIIIIMIIIMII 

Db 316 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 75 

Qy 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

IIIIIIIIIMMIIIIIIIIIIIMIIIIMIIIIIMIMIMIIIIIMMIIIMI 

Db 3 76 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 435 

Qy 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 480 

1 1 i 1 1 1 M 1 1 1 1 1 1 i 1 1 1 1 1 i 1 1 M ; 1 1 1 i I i 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 

Db 4 36 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 95 

Qy 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

1 1 1 1 1 1 1 1 M 1 1 II II 1 1 M 1 1 II M 1 1 1 1 1 1 1 M 1 1 1 M 1 1 1 1 

Db 4 96 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 9 



RESULT 5 
AAZ22045 

ID AAZ22045 standard; DNA; 4926 BP. 
XX 

AC AAZ22045; 
XX 

DT 24-NOV-1999 (first entry) 
XX 

DE Nucleotide sequence of plasmid pHC6G5 . 
XX 

KW Transgenic animal; heterologous antibody; hybridoma; B cell; 

KW transgenic mouse; human heavy chain transgene; digoxin; 

KW human light chain transgene; immortalized cell; immunoglobulin; 

KW Shinga-like toxin; autoimmune disease; cancer; infectious disease; 

KW transplant rejection; blood disorder; coagulation disorder; ss. 

XX 

OS Synthetic . 
XX 

PN W09945962-A1 . 
XX 

PD 16-SEP-1999. 
XX 

PF 12-MAR-1999; 99WO-US0 05535 . 
XX 

PR 13-MAR-1998; 98US- 00042353 . 
XX 

PA (GENP-) GENPHARM INT INC - 



PI Lonberg N, Fishwild DM, Ball WJ; 
XX 

DR WPI; 1999-551219/46. 
XX 

PT Novel transgenic non-human animals used to produce heterologous 

PT antibodies. 

XX 

PS Example 42; Page 322-325; 484pp; English. 
XX 

CC The specification describes transgenic animals that are capable of 

CC producing a heterologous antibody. The antibodies are isolated form a 

CC hybridoma, comprising B cells, that is obtained from a transgenic mouse 

CC having a genome comprising a human heavy chain transgene and a human 

CC light chain transgene. The B cells are fused to immortalized cells 

CC suitable for generating a hybridoma, which produces a detectable amount 

CC of an immunoglobulin that specifically binds digoxin or Shinga-like 

CC toxin. B cells from transgenic animals can be used to generate hybridomas 

CC expressing monoclonal high affinity human sequence antibodies. Antibodies 

CC produced from the transgenic animals of the invention can be used to 

CC treat human diseases, e.g. autoimmune diseases, cancer, infectious 

CC disease, transplant rejection, blood disorders such as coagulation 

CC disorders and other diseases. The present sequence is used in the course 

CC of the invention 

XX 

SQ Sequence 4926 BP; 1121 A; 1455 C; 1296 G; 1054 T; 0 U; 0 Other; 



Query Match 100.0%; Score 524; DB 2; Length 4 926; 

Best Local Similarity 100.0%; Pred. No. 1.4e-131; 

Matches 524; Conservative 0; Mismatches 0; Indels 0; Gaps 0 
Qy 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

IIMIIIMIIIIIMMIIIIMMIIIIIMIIIIIMMIIIIIMMIMIMIII 

Db 16 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 75 



Qy 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

IMIIIIIIIIIIIIIMIMIIMIIIIIIMIIIIIIIIIMIMIIIIIIIIIIIII 

Db 76 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 13 5 



Qy 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 18 0 

IMIIIIIIIIMIIMIIMIIMIIIIIIIMIIIIIIMMIIMMIlllllllll 

Db 13 6 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 195 

Qy 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

I M 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 196 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 2 55 

Qy 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 0 0 

IMIIMIIIIMIIIIIIMIMIIIIIIIMIIIMIIIIIIIIIIIIIIIIIMIM 

Db 2 56 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 315 



Qy 3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I 

Db 316 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 75 

Qy 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

I II M I I I I I I I II I I II I I I I I I I II I I I I I II I I I i I I I I I I I I I I I I II I I I I I M I 



Db 



376 



GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 4 3 5 



Qy 



4 21 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 8 0 



Db 




Qy 



4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 



Db 




RESULT 6 
AAA09695 

ID AAA09695 Standard; CDNA ; 1507 BP. 
XX 

AC AAA09695; 
XX 1 

DT 01-FEB-2001 (first entry) 
XX 

DE Human immunoglobulin heavy chain cDNA sequence. 
XX 

KW Monoclonal antibody; immunoglobulin heavy chain; human; ss. 
XX 

OS Homo sapiens . 
XX 

PN WO200058499-A1 . 
XX 

PD 05-OCT-2000. 
XX 

PF 30-MAR-2000; 2000WO- JP002022 . 
XX 

PR 30-MAR-1999; 99JP- 000 8792 9 . 
XX 

PA (NISB ) JAPAN TOBACCO INC. 

PA (ABGE-) ABGENIX INC. 

XX 

PI Kusunoki C, Fukushima A; 
XX 

DR WPI; 2000-611721/58. 

DR P-PSDB; AAB26884. 
XX 

PT Transformation of a hybridoma with a gene encoding an immunoglobulin 

PT heavy chain polypeptide for enhanced production of monoclonal antibody. 
XX 

PS Example 2; Page 3 5-39; 48pp; Japanese. 
XX 

CC This invention relates to a method for the production of a monoclonal 

CC antibody. The antibody is produced by inserting a gene encoding an 

CC immunoglobulin heavy chain polypeptide into cells which produce a 

CC monoclonal antibody recognizing the immunoglobulin, and culturing the 

CC transformant to express the antibody. The invention also includes 

CC monoclonal antibody-expressing cells transformed by the method; and 

CC transgenic non-human animals containing the cells and expressing a human 

CC antibody- The method results in the enhanced expression of a monoclonal 

CC antibody for diagnostic and therapeutic use. The present sequence 

CC represents a human immunoglobulin heavy chain cDNA sequence used in an 

CC example of the method of the invention 



XX 

SQ Sequence 1507 BP; 330 A; 498 C; 409 G; 270 T; 0 U; 0 Other; 



Query Match 83.4%; Score 436.8; DB 3; Length 1507; 

Best Local Similarity 91.7%; Pred. No. 4.2e-108; 

Matches 475; Conservative 0; Mismatches 37; Indels 6; Gaps 1; 

Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 7 2 

I I I I I I I I I 1 I I II I I i I I I I I I I I I I I I I I I I 1 II I I I I I I I I I I i I I I II I I I III 

Db 12 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCGCAGATGGGTCCTGTCCCAG 71 

Qy 7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 13 2 

II IIIIIIMMIIIIIIIIIMIIIIIIIMIIIIIIIIIIIIIIIIIIIIIMIIII 

Db 7 2 GTTCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 131 



Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTAOTGGAGCTGGATCCGCCAGCCACCA 192 

IIIIIMIIIIIIIIM IMIIIIIIMMMIIIIIII lllllllllllllll III 

Db 13 2 TGCGCTGTCTATGGTGGGTCCTTCAGTGGTTACTACTGGACCTGGATCCGCCAGCCCCCA 191 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

II Mill IIMIIIIIMIII IIIIMI 1 1 1 1 Mill IIIIIMIIIMIMI 

Db 192 GGGAAGGGGCTGGAGTGGATTGGGGAAATCATTCATCATGGAAACACCAACTACAACCCG 2 51 

Qy 253 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II MMMMMIIMI i 1 1 1 11 1 i 1 1 MINIMI II MM: I II I I 

Db 2 52 TCCCTCAAGAGTCGAGTCTCCATATCAGTTGACACGTCCAAGAACCAGTTCTCCCTGACA 311 



Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGA GAGTAATT 3 66 

M I II MM II I MINN MINIM I Mill I I MM III I I 

Db 312 CTGAGCTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGAGGGGGAGCAGTG 3 71 



Qy 3 67 AATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAG 42 6 

I Ml Ml MMMMMMMMIMMMMMMMMIMM MUM 

Db 3 72 GCTGCGTTTGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCCACCAAG 431 



Qy 4 2 7 GGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCC 4 86 

M 1 1 II II I II M II I I M 1 1 1 1 1 1 M Mill 1 1 1 1 1 I ! I I I II MM 

Db 4 3 2 GGCCCATCGGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACAGCGGCC 4 91 

Qy 4 87 CTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 52 4 

MMMMMIMMMMMMMMMMMIMM 

Db 4 92 CTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 52 9 



RESULT 7 
ADE28478 

ID ADE28478 standard; cDMA; 1401 BP. 
XX 

AC ADE2 847 8; 
XX 

DT 29-JAN-2004 (first entry) 
XX 

DE Human anti-CD40 antibody 24-2-1 full length heavy chain cDNA. 
XX 

KW anti-CD4 0 monoclonal antibody; CD4 0; cytostatic; virucide; antibacterial; 

KW immunostimulant ; anti-HIV; hyperprolif erative; cancer; viral; 

KW bacterial infection; immunodeficiency; neutropenia; HIV; gene therapy; 



KW human; heavy chain; ss; gene; 24-2-1. 
XX 

OS Homo sapiens. 
XX 

PN WO20030.40170-A2 . 
XX 

PD 15-MAY-2003. 
XX 

PF 08-NOV-2002; 2 002WO-US036107 . 
XX 

PR 09-NOV-2001; 2 001US - 034 8980P . 
XX 

PA (PFIZ ) PFIZER PROD INC. 

PA (ABGE-) ABGENIX INC. 
XX 

PI Bedian V, Gladue RP, Corvalan J, Jia X, Feng X; 
XX 

DR WPI; 2003-441521/41. 

DR P-PSDB; ADE28479. 
XX 

PT New chimeric or human monoclonal antibody or its antigen-binding portion 

PT that specifically binds to and activates human CD40, useful for enhancing 

PT an immune response in a human, or treating cancer, HIV, neutropenia or 

PT viral infections . 
XX 

PS Claim 24; SEQ ID NO 85; 177pp; English. 
XX 

CC The invention relates to a novel chimeric or human monoclonal antibody or 

CC its antigen-binding portion that specifically binds to and activates 

CC human CD40. The anti-CD40 antibody of the invention demonstrates 

CC cytostatic, virucide, antibacterial, immunostimulant and anti-HIV 

CC activities and may be useful for treating a hyperprolif erative disorder 

CC such as cancer, viral and bacterial infection or genetic, primary or 

CC combined immunodeficiency conditions including neutropenia or HIV 

CC infection. The anti-CD40 antibodies may also be useful for detecting CD40 

CC in a biological sample in vitro or in vivo, as well as during gene 

CC therapy procedures. The current sequence is that of the human anti-CD40 

CC antibody full length heavy chain cDNA of the invention. 

XX 

SQ Sequence 1401 BP; 310 A; 460 C; 382 G; 249 T; 0 U; 0 Other; 

Query Match 77.7%; Score 407.2; DB 10; Length 1401; 

Best Local Similarity 87.5%; Pred. No. 4.3e-100; 

Matches 464; Conservative 0; Mismatches 48; Indels 18; Gaps 1; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 



Db 




60 



Qy 



7 3 GTGC AGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 



132 



Db 




120 



Qy 



133 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 



192 



Db 




180 



Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

1 1 Mill ! 1 1 1 1 1 1 1 1 1 1 1 1 1 I III II I Mill MMMIMMMIMI 

Db 181 GGGAAGGGACTGGAGTGGATTGGGTATATCTATTACAGTGGGAGCACCAACTACAACCCC 24 0 

Qy 2 53 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II MIMMMMIMMMMMMMIMMMMMMMMMIMM Mill 

Db 241 TCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAG 3 00 
Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA- 360 

Mill MMMMMMMMMIMM IIIIIIIIMIIIIMM 

Db 301 CTGAGTTCTGTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAAGGGGGGGCCTC 3 60 
Qy 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 414 

I llllll! Ill MMIMMMIMMMMMMIMMIMI 

Db 3 61 TACGGTGACTACGGCTGGTTCGCCCCCTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 42 0 

Qy 415 GCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGG 4 74 

Mill MIMIMIMIIIIIIIIMIIIIIIII 1 1 II Mil! MMMMI I I 

Db 421 GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAG 4 80 

Qy 4 75 GGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

MM I llllll MMMMMMMMMIMM MMMMI llllll 

Db 4 81 AGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 0 

RESULT 8 
ABQ56276 

ID ABQ56276 standard; cDNA; 629 BP. 
XX 

AC ABQ56276; 
XX 

DT 22-AUG-2002 (first entry) 
XX 

DE Human ovarian antigen HWDH4 4 cDNA, SEQ ID NO: 2156. 
XX 

KW Human; ovarian antigen; ovary; ovarian; breast; cancer; tumour; 

KW ovarian cancer; breast cancer; tumour; reproductive system disorder; 

KW infertility; pregnancy disorder; anovulation; polycystic ovary syndrome; 

KW PCOS; ovarian cyst; dysmenorrhoea ; endocrine disorder; infection; 

KW inflammatory condition; immune disorder; blood disorder ; 

KW cardiovascular disorder; respiratory disorder; neurological disorder; 

KW gastrointestinal disorder; urinary system disorder; drug screening ; 

KW gene therapy; chromosome mapping; forensic analysis; 

KW antibody preparation; cytostatic; immunomodulatory; neuroprotective ; 

KW antiinflammatory; gynaecological; reproductive; gene-; ss . 

XX 

OS Homo sapiens. 
XX 

PN WO200200677-A1 . 
XX 

PD 03-JAN-2002. 
XX 

PF 07-JUN-2001; 2001WO-US018569 . 
XX 

PR 07-JUN-2000; 2000US-0209467P . 
XX 

PA (HUMA-) HUMAN GENOME SCI INC. 



PI Birse CE , Rosen CA; 
XX 

DR WPI; 2002-147878/19. 

DR P-PSDB; ABP43199. 
XX 

PT Isolated nucleic acid molecules encoding novel ovarian polypeptides, 

PT useful in the prevention, treatment and diagnosis of cancer (e.g. ovarian 

PT cancer), immune disorders, cardiovascular disorders and neurological 

PT diseases. 

XX 

PS Claim 1; SEQ ID MO 2156; 2922pp; English. 
XX 

CC The invention relates to 2175 novel human ovarian antigens (ABP41054- 

CC ABP43228) and to cDNAs encoding them {ABQ54131-ABQ56305 ) , and also 

CC encompasses polypeptides 90% identical and polynucleotides 95% identical 

CC to the sequences of the invention. The invention additionally relates to 

CC recombinant vectors and host cells comprising human ovarian antigen 

CC polynucleotides, antibodies against human ovarian antigens, and the use 

CC of ovarian antigen polynucleotides and polypeptides in diagnosing, 

CC treating, prognosing or preventing various ovary and/or breast -related 

CC disorders. Such conditions include ovarian cancer and breast cancer, and 

CC metastatic tumours of ovarian or breast origin, reproductive system 

CC disorders (e.g., infertility, disorders of pregnancy, anovulation, 

CC polycystic ovary syndrome, ovarian cysts, and dysmenorrhoea) , endocrine 

CC disorders, infections (e.g., chlamydia, HIV, toxoplasmosis, and toxic 

CC shock syndrome), inflammatory conditions (e.g., mastitis, oophoritis and 

CC vaginitis), immune disorders (e . g ., congenital and acquired 

CC immunodeficiencies, autoimmune oophoritis, systemic lupus erythematosus) , 

CC blood-related disorders (e.g., anaemia), cardiovascular disorders, 

CC respiratory disorders, neurological disorders, gastrointestinal disorders 

CC and urinary system disorders. Ovarian antigen polypeptides and 

CC polynucleotides may also be used in screening for compounds which 

CC modulate ovarian antigen expression or activity. The polynucleotides may 

CC further be used for gene therapy, chromosome mapping, in the 

CC identification of individuals and in forensic analysis, and the 

CC polypeptides may be used as food additives or to prepare antibodies 

CC useful in disease diagnosis, drug targeting and phenotyping. The present 

CC sequence represents cDNA encoding a human ovarian antigen of the 

CC invention. Note: The sequence data for this patent did not form part of 

CC the printed specification, but was obtained in electronic format directly 

CC from WIPO at ftp.wipo.int/pub/published_pct_sequences 

XX 

SQ Sequence 629 BP; 119 A; 206 C; 172 G; 125 T; 0 U; 7 Other; 

Query Match 77.4%; Score 4 05.6; DB 6; Length 62 9; 

Best Local Similarity 86.5%; Pred. No. 9.3e-100; 

Matches 469; Conservative 0; Mismatches 46; Indels 27; Gaps 1 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 



Db 




Qy 



7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 



Db 




Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 189 

Mill! 1 1 1 1 I I I I Ml I Ml Mill IIIMIIIIIIMIIMIMII Mill 

Db 134 ACCTGCACTGTCTCTGGTGGCTCCATCAGTAGTTACTACTGGAGCTGGATCCGGCAGCCC 193 

Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

Mill Mill MIMIIIIMIII I III II I Mill IIIMIIMIIIMI 

Db 194 CCAGGGAAGGGACTGGAGTGGATTGGGTATATCTATTACAGTGGGAGCACCAACTACAAC 2 53 

Qy 250 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 3 09 

II II IIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII III 

Db 2 54 CCCTCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTG 313 
Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAG 361 

M 1 1 II I II M 1 1 1 1 II 1 1 1 1 1 1 M 1 1 1 1 M 1 1 1 II 1 1 1 1 1 1 1 1 1 M I M 

Db 314 AAGCTGAGCTCTGTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGGTCCATAT 3 73 

Qy 3 62 TAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTC 4 02 

III II! I I MIMIIMM lllllllll 
Db 3 74 AGCAGCAGCTGGTACCCCCGCGCTGAATACTTCCAGCACTGGGGCCAGGGCACCCTGGTC 4 3 3 

Qy 4 03 ACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAG 4 62 

MINIMUM 1 1 i 1 1 I I I I 1 1 1 I I I I 1 I f 1 1 1 I I I 1 E 1 1 I I I I f 1 1 1 I I I I I 

Db 434 ACCGTCTCCTCAGCCTCCACCAAGGGCGCATCGGTCTTCCCCCTGGCACCCTCCTCCAAG 4 93 

Qv 4 63 AGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCG 522 

IIIIIIIIIMIMMMIMIIIIIIIMIIIIIIIIIIMIIMMIIIIIMIMM 

Db 4 94 AGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCG 553 

Qy 523 GT 524 

M 

Db 554 GT 555 

RESULT 9 
ADE28470 

ID ADE28470 standard; cDNA; 1401 BP. 
XX 

AC ADE28470; 
XX 

DT 29-JAN-2004 (first entry) 
XX 

DE Human anti-CD40 antibody 23-29-1 full length heavy chain cDNA. 
XX 

KW anti-CD4 0 monoclonal antibody; CD40; cytostatic; virucide; antibacterial ; 

KW immunostimulant ; anti-HIV; hyperprolif erat ive ; cancer; viral; 

KW bacterial infection; immunodeficiency; neutropenia; HIV; gene therapy ; 

KW human; heavy chain; ss; gene; 23-29-1. 

XX 

OS Homo sapiens . 
XX 

PN WO2003040170-A2 . 
XX 

PD 15-MAY-2003. 
XX 

PF 08-NOV-2002; 2 002WO-US03 6107 . 
XX 

PR 09-NOV-2001; 2001US-0348980P . 



XX 

PA (PFIZ ) PFIZER PROD INC. 

PA (ABGE-) ABGENIX INC. 
XX 

PI Bedian V, Gladue RP, Corvalan J , Jia X, ' Feng X; 
XX 

DR WPI; 2003-441521/41. 

DR P-PSDB; ADE28471. 
XX 

PT New chimeric or human monoclonal antibody or its antigen-binding portion 

PT that specifically binds to and activates human CD4 0, useful for enhancing 

PT an immune response in a human, or treating cancer, HIV , neutropenia or 

PT viral infections. 
XX 

PS Claim 24; SEQ ID NO 77; 177pp ; English. 
XX 

CC The invention relates to a novel chimeric or human monoclonal antibody or 

CC its antigen-binding portion that specifically binds to and activates 

CC human CD40. The anti-CD40 antibody of the invention demonstrates 

CC cytostatic, virucide, antibacterial, immunostimulant and anti-HIV 

CC activities and may be useful for treating a hyperprolif erative disorder 

CC such as cancer, viral and bacterial infection or genetic, primary or 

CC combined immunodeficiency conditions including neutropenia or HIV - 

CC infection. The anti-CD40 antibodies may also be useful for detecting CD40 

CC in a biological sample in vitro or in vivo, as well as during gene 

CC therapy procedures. The current sequence is that of the human anti-CD40 

CC antibody full length heavy chain cDNA of the invention. 

XX 

SQ Sequence 1401 BP; 311 A; 460 C; 380 G; 250 T; 0 U; 0 Other; 

Query Match 77.1%; Score 404; DB 10; Length 1401; 

Best Local Similarity 87.2%; Pred . No. 3.1e-99; 

Matches 462; Conservative 0; Mismatches 50; Indels 18; Gaps 1; 



Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

I MM Ml MMMMMMM 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 MMMMMMM Ml 

Db 1 ATGAAACATCTGTGGTTCTTCCTTCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 60 

Qy 7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 13 2 

II MINI Ml III 1 1 II Ml Mill II II I Mill M MM I MM' M 

Db 61 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 



Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

Ml III Ml MUM Ml MM II 1 1 II 1 1 II M II 1 1 1 1 1 1 1 1 1 Mill M 

Db 121 TGCACTGTCTCTGGTGGCTCCATCAGAGGTTACTACTGGAGCTGGATCCGGCAGCCCCCT 180 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

II Mill MM I I III II I Mill I M 1 1 1 1 1 1 1 1 M 1 1 ! I 

Db 181 GGGAAGGGACTGGAGTGGATTGGGTATATCTATTACAGTGGGAGCACCAACTACAACCCC 24 0 

Qy 2 53 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II 1 1 1 1 1 1 M I II I II I M 1 1 1 II I M 1 1 1 II 1 1 M 1 1 1 1 1 M M 1 1 M I II Mill 

Db 241 TCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAG 3 00 
Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

MM IMIIIIMIIIMMMIIIIII MM IMIIIMI 

Db 301 CTGAACTCTGTGACCGCTGCGGACACGGCCGTGTATTATTGTGCGAGAAAGGGGGGCCTC 3 60 



Qy 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 414 

I Mlllll III IMIMMIMMIMIMMMMMMIMI 

Db 361 TACGGTGACTACGGCTGGTTCGCCCCCTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 42 0 



Qy 415 GCCTCAAGCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGG 474 

Mill II II I II Ml Mill llllll MINIM MM Mill Mill MM I I 

Db 421 GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAG 4 80 

Qy 4 75 GGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

II I II I I I II M I II I II I I M I J II I II II I I I II II M I I II II I II 
Db 4 81 AGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 0 



RESULT 10 
AAZ50012 

ID AAZ50012 standard; CDNA; 1634 BP. 
XX 

AC AAZ5 0012; 
XX 

DT 25-APR-2000 (first entry) 
XX 

DE Human immune system molecule, ISMO-2 cDNA. 
XX 

KW Human; immune system molecule; ISMO-2; Incyce clone 2849752; diagnosis; 
KW treatment; prevention; cell proliferation; immune system disorder; ss . 
XX 

OS Homo sapiens . 



XX 

FH Key Location/Qualif iers 

FT CDS 78 . ' . 1490 

FT /*tag= a 

FT /product- "ISMO-2" 

FT /note= "ISMO-2 shows homology to vertebrate 

FT immunoglobulin gamma heavy- chain" 

FT sig_peptide 78. .134 

FT /*tag= b 

FT mat_peptide 135. .1487 

FT /*tag= c 

FT /product= "Mature ISMO-2 protein" 

FT misc_binding 432. .473 
FT /*tag= d 

FT /bound_moiety= "Hybridisation probe" 

XX , 



PN WO200000608rA2 . 
XX 

PD 06-JAN-2000. 
XX 

PF 21-JUN-1999; 99WO-US013 995 . 
XX 

PR 30-JUN-1998; 98US - 00 10722 3 . 
XX 

PA . (INCY-) INCYTE PHARM INC. 
XX 

PI Lai P, Tang YT, Corley NC, Gorgone G, Guegler KJ, Patterson C; 

PI Baughn MR; 

XX 



DR WPI; 2000-170916/15. 

DR P-PSDB; AAY44721. 
XX 

PT Immune system molecules used in the diagnosis, treatment and prevention 

PT of disorders associated with the immune system and cell proliferation. 
XX 

PS Claim 7; Page 64-65; 69pp; English. 
XX 

CC The present sequence is a cDNA encoding an immune system molecule, ISMO-2 

CC from an Incyte clone 2849752 isolated from the human breast tumour cDNA 

CC library (BRSTTUT13). This sequence is expressed in several libraries, 

CC generally those associated with cancer, cell proliferation, immune 

CC response or trauma. The present sequence is useful in the diagnosis, 

CC treatment and prevention of disorders associated with the immune system 

CC and cell proliferation 

XX 

SQ Sequence 1634 BP; 369 A; 541 C; 432 G; 292 T; 0 U; 0 Other; 



Query Match 76.1%; Score 399; DB 3; Length 1634; 

Best Local Similarity 86.3%; Pred. No. 7.4e-98; 

Matches 460; Conservative 0; Mismatches 55; Indels 18; Gaps 1; 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

I MINIMI I M 1 1 1 1 1 1 1 ! I M I MINI I MINIM I INI I Mil 1 1 III 

Db 75 AACATGAAACATCTGTGGTTCTTCCTTCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 134 



Qy 7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

IMININN IN III INI II I INN 1 1 1 1 1 1 1 1 1 1 1 E i 1 ( E 1 1 1 E 1 1 1 1 1 1 

Db 13 5 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTC 194 



Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

I III II INN I INI II III INI IN I INN IN INI INN I IN 

Db 195 ACCTGCACTGTCTCTGGTGGCTCCATCAGGAGTTACTACTGGAACTGGATCCGGCTGCCC 2 54 

Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

INN INN MNNININN I IN II MM - III! 

Db 2 55 CCAGGGAAGGGACTGGAGTGGATTGGGTATATCTATACTAGTGGGAGCACCAACTACAAC 314 

Qy 2 50 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 3 09 

N II NIMMNNNNINN I f I E I ) I 1 1 E 1 1 1 I ! I 1 1 E f } t E 1 1 1 1 1 1 IN 

Db 315 CCCTCCCTCAAGAGTCGAGTCACCATGTCAGTAGACACGTCCAAGAACCAGTTCTCCCTG 3 74 



Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 360 

II I III IN III INN III 1 1 1 1 1 M I III INNII IN INN IN 

Db 3 75 AAGCTGAGCTCTGTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGACCCCCGCCC 4 34 



Qy 3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCC 411 

IN I II IN I INN 1 1 i 1 1 1 1 1 f I 1 1 1 1 1 1 1 

Db 43 5 AACGCTACTACTACTACGGTATGGACTTCTGGGGCCAAGGGAGCCCTGGTCACCGTCTCC 4 94 

Qy 412 TCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCT 4 71 

IIIIINI II 1 1 1 1 N I II 1 1 II II 1 1 1 1 1 1 1 1 N 1 1 1 1 1 II I II II I II II I II 1 1 N 

Db 4 95 TCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCT 554 



Qy 4 72 GGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

I I I I I I N I II I I II II I II I II II II I II I N II I I I I II I I I I II I I II I I 
Db 5 55 GGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 607 



RESULT 11 
ADE28418 

ID ADE28418 standard; cDNA; 1401 BP. 
XX 

AC ADE28418; 
XX 

DT 29-JAN-2004 (first entry) 
XX 

DE Human anti-CD40 antibody 15-1-1 variable region heavy chain cDNA . 
XX 

KW anti-CD40 monoclonal antibody; CD40; cytostatic; virucide; antibacterial; 

KW immunostimulant ; anti-HIV; hyperprolif erat ive ; cancer; viral; 

KW bacterial infection; immunodeficiency; neutropenia; HIV; gene therapy ; 

KW human; variable region heavy chain; ss; gene; 15-1-1. 

XX 

OS Homo sapiens. 
XX 

PN WO2003040170-A2 . 
XX 

PD 15 -MAY -2 0 03 . 
XX 

PF 08-NOV-2002; 2002WO-US036107'. 
XX 

PR 09-NOV-2001; 2001US-0348980P . 
XX 

PA (PFIZ ) PFIZER PROD INC. 

PA ( ABGE- } ABGENIX INC. 
XX 

PI Bedian V, Gladue RP, Corvalan J, Jia X, Feng X; 
XX 

DR WPI; 2003-441521/41. 

DR P-PSDB; ADE28419. 
XX 

PT New chimeric or human monoclonal antibody or its antigen-binding portion 

PT that specifically binds to and activates human CD40, useful for enhancing 

PT an immune response in a human, or treating cancer, HIV, neutropenia or 

PT viral infections. 
XX 

PS Claim 24; SEQ ID NO 25; 177pp ; English. 
XX 

CC The invention relates to a novel chimeric or human monoclonal antibody or 

CC its antigen-binding portion that specifically binds to and activates 

CC human CD40. The anti-CD40 antibody of the invention demonstrates 

CC cytostatic, virucide, antibacterial, immunostimulant and anti-HIV 

CC activities and may be useful for treating a hyperprolif erative disorder 

CC such as cancer, viral and bacterial infection or genetic, primary or 

CC combined immunodeficiency conditions including neutropenia or HIV 

CC infection. The anti-CD40 antibodies may also be useful for detecting CD40 

CC in a biological sample in vitro or in vivo, as well as during gene 

CC therapy procedures. The current sequence is that of the human anti-CD40 

CC antibody variable region heavy chain cDNA of the invention. 

XX 

SQ Sequence 1401 BP; 319 A; 452 C; 372 G; 258 T; 0 U; 0 Other; 

Query Match 75.9%; Score 397.6; DB 10; Length 1401; 



Best Local Similarity 86.4%; Pred. No. 1.7e-97; 

Matches 458; Conservative 0; Mismatches 54; Indels 18; Gaps 1; 



Qy ■ 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

Illlllll IIIIIIMIIIMI lllllllllllllllll IMIIIIIIIIIII III 

Db 1 ATGAAACATCTGTGGTTCTTCCTTCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 60 

Qy 73 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 13 2 

Mllllll III III 1 1 1 1 MINIM 1 1 1 1 1 1 1 1 1 1 1 1 E E I i 1 1 E ! ! I M 1 1 1 1 I 

Db 61 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 

Qy 133 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

III llllll llllll III MM 1 1 1 1 1 1 1 E I i 1 1 M 1 1 1 1 1 1 1 HIM Ml 

Db 121 TGCACTGTCTCTGGTGGCTCCATCAGAAGTTACTACTGGACCTGGATCCGGCAGCCCCCA 18 0 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 252 

II HIM I II III I II Ml II I III II I HIM Ml M MM Ml II 

Db 181 GGGAAGGGACTGGAGTGGATTGGATATATCTATTACAGTGGGAGCACCAACTACAATCCC 24 0 

Qy 2 53 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II 1 1 II M 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 II I MUM Mill II MM I MM! 

Db 241 TCCCTCAAGAGTCGAGTCACCATATCAGTAGACATGTCCAAGAACCAGTTCTCCCTGAAG 3 00 
Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 36 0 

HIM I ! M 1 1 1 1 1 1 1 1 1 1 1 i 1 1 II MIMMMMMM 

Db 301 CTGAGTTCTGTGACCGCTGCGGACACGGCCGTTTATTACTGTGCGAGAAAGGGTGACTAC 3 60 
Qy 3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 414 

MM I II Ml MMMMMMMMMMMMMMIMM 

Db 3 61 GGTGGTAATTTTAACTACTTTCACCAGTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 42 0 

Qy 415 GCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGG 4 74 

II Ml MMMIMMMMIMMIMMIMI MM Mill Mill MM I I 

Db 421 GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAG 4 80 

Qy 4 75 GGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

I I f 1 1 1 1 1 1 1 1 1 E 1 1 1 1 M 1 1 1 1 1 1 1 1 E I I ! 1 1 1 1 1 1 1 1 I 1 1 E f ( E 1 1 1 

Db 4 81 AGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 0 

RESULT 12 
AAT26889 

ID AAT26889 standard; cDNA; 1418 BP. 
XX 

AC AAT2 688 9; 
XX 

DT 30-OCT-1996 (first entry) 
XX 

DE Ant i -rhesus D recombinant antibody D7C2 heavy chain cDNA . 
XX 

KW Human monoclonal antibody; immunoglobulin isotype IgM; agglutination; 

KW rhesus positive; rhesus negative; haemolysis; heavy chain; gamma 1; 

KW variable region; insect host cell; baculovirus; recombinant production; 

KW ds . 

XX 

OS Homo sapiens . 

OS Synthetic. 



XX 



FH 
FT 
FT 
FT 
FT 
FT 
FT 
FT 
FT 
FT 
FT 



mat_peptide 



Key 

sig_peptide 



Location/Qualifiers 
1 . . 57 
/*tag= a 

/note- "encoded by synthetic linker corresp. to mouse VH 
gene signal sequence" 
58. .1416 
/*tag= b 

/product= "heavy_chain" 

/note= "constructed from PCR fragments coding for human 
gammal heavy chain constant region and the variable 
region from anti-rhesus D antibody D7C2 " 



XX 

PN FR2724182-A1 . 
XX 

PD 08-MAR-1996. 
XX 

PF 02-SEP-1994; 94FR- 00010566 . 
XX 

PR 02-SEP-1994; 94FR- 00010566 . 
XX 

PA (INSP ) INST PASTEUR. 

PA (PR0T-) PROTEINE PERFORMANCE. 

XX 

PI Edelman L , Margaritte C, Kaczorek M, Chaabihi H; 
XX 

DR WPI; 1996-162018/17. 

DR P-PSDB; AAR93166. 
XX 

PT Recombinant anti -rhesus D monoclonal antibody - expressed by baculovirus- 

PT transformed insect cells and useful for preventing haemolysis . in new-born 

PT babies. 
XX 

PS Claim 1; Page 35-37; 4 6pp; French. 
XX 

CC The human monoclonal antibody D7C2, of isotype IgM, recognises a 30-32 kD 

CC polypeptide on the membrane of rhesus positive red blood cells. The 

CC antibody agglutinates rhesus positive cells but not rhesus negative cells 

CC and is useful diagnost ically and also for preventing haemolysis in new- 

CC born rhesus positive babies. Recombinant IgM-D7C2 can be produced by 

CC insect cells which have been transformed by a baculoviral vector 

CC comprising a D7C2 expression cassette. The present sequence encodes a 

CC recombinant IgM-D7C2 heavy chain fused to a mouse VH signal peptide 

XX 

SQ Sequence 1418 BP; 333 A; 458 C; 378 G; 249 T; 0 U; 0 Other; 

Query Match 75.8%; Score 397.2; DB 2; Length 1418; 

Best Local Similarity 87.2%; Pred. No. 2.2e-97; 

Matches 457; Conservative 0; Mismatches 43; Indels 24; Gaps 1; 
Qy 2 5 TGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAGGTGCAGCTACAG 84 



Db 




72 



8 5 CAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACCTGCGCTGTCTAT 



144 



Db 




132 



Qy 14 5 GGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCAGGTAAGGGTCTG 2 04 

MMI III II MINIMI Mill I Mill Ml Mill I II II Mill Mill III 

Db 13 3 GGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCCCCAGGGAAGGGGCTG 192 

Qy 2 05 GAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCGTCTCTCAAGAGT 2 64 

lllllllllll IMIIIIIIIMIMIIIIMIIIIIIMIIIMIIII MINIMI 

Db 193 GAGTGGATTGGGGAAATCAATCATAGTGGAAGCACCAACTACAACCCGTCCCTCAAGAGT 2 52 

Qy 265 CGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAACTGAGCTCTGTG 324 

I i 1 1 1 i 1 1 !! I II 1 1 1 M 1 1 1 1 1 M 1 1 1 1 1 1 f 1 1 1 1 1 1 1 M MIIIIMM MM 

Db 2 53 CGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAACTGAACTCTGTG 312 
Qy 32 5 ACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAG 361 

MMI IIIIMIIIMIMIIIIIIIIIIMIII I 

Db 313 ACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGGGCCCCAGAGTATAAATGGAAGTAT 3 72 

Qy 3 6 2 - TAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

I III IMIIMI II III ! f E I I J I I I I I I I I I f I I 1 I 

Db 3 73 CATGGGGACTGGTTCGACCCCTGGGGCCAAGGTACCACTGTCACCGTCTCCTCAGCCTCC 43 2 

Qy 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 48 0 

MM MIIIIMM Ml I MM I MMI II 1 1 1 II II I II M M M M M I M 1 1 II 

Db 43 3 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 92 

Qy 481 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

MMMMMMMMMMMMMMMMMMIMIMM 

Db 4 93 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 6 



RESULT 13 
ADF90705 

ID ADF90705 standard; DNA; 1838 BP. 
XX 

AC ADF90705; 
XX 

DT 26-FEB-2004 (first entry) 
XX 

DE Human hepatic-f ibrosis disease marker SEQ ID 167. 
XX 

KW Hepatic fibrosis; marker; chronic hepatitis; liver cirrhosis; 

KW hepatic carcinoma; human; ds . 

XX 

OS Homo sapiens . 
XX 

PN JP2003259877-A. . 
XX 

PD 16-SEP-2003. 
XX 

PF ll-MAR-2002 ; 2 002 JP- 000 650 13 . 
XX 

PR ll-MAR-2002; 2 002 JP- 000 650 13 . 
XX 

PA (SUMU ) SUMITOMO SEIYAKU KK . 
XX 

DR WPI; 2003-821598/77. 
XX 



PT Hepatic fibrosis disease markers comprising polynucleotides or 

PT antibodies, useful for improved diagnosis, screening and developing drugs 

PT to treat hepatitis, to control cirrhosis and carcinoma. 

XX 

PS Claim 1; SEQ ID NO 167; 313pp; Japanese. 
XX 

CC The present invention relates to hepatic - f ibrosis disease markers . 

CC (ADF90539-ADF90871) and related proteins ( ADF90872 -ADF90917 ) . The 

CC sequences are useful for detecting and treating hepatic fibrosis caused 

CC by alcohol consumption, virus infection, etc., and the associated chronic 

CC hepatitis, etc. leading to liver cirrhosis and hepatic carcinoma. The 

CC markers allow the cause of hepatic fibrosis to be clarified {diagnostic 

CC precision), so more suitable treatments can be developed and given. 

XX 

SQ Sequence 1838 BP; 383 A; 544 C; 459 G; 308 T; 0 U; 144 Other; 

Query Match 75.7%; Score 396.8; DB 10; Length 1838 ; 

Best Local Similarity 87.4%; Pred. No. 3e-97; 

Matches 463; Conservative 0; Mismatches 52; Indels 15; Gaps 2; 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

I Mill III III Mill III I MM IN 1 1 II 1 1 1 1 1 1 1 1 1 I IMIIMMIMM 

Db 27 8 AACATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 337 

Qy 7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

II 1 1 II 1 1 1 1 I II I III MM 1 1 1! 1 1 M I I 1 1 M I II I IMIIIIIIIIIII 

Db 33 8 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCACAGACCCTGTCCCTC 3 97 
Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCA GTGGTTACTACTGGAGCTGGATCCGC 183 

MUM III III MUM III III I I 1 1 1 1 1 II I II II M II II II 1 1 II 

Db 3 98 ACCTGCACTGTCTCTGGTGGCTCCATCAGCAGTGGTGGTTACTACTGGAGCTGGATCCGC 4 57 

Qy 184 CAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAAC 243 

MM Mill Mill III IMIMIMM I III II I Mill III III II 

Db 45 8 CAGCACCCAGGGAAGGGCCTGGAGTGGATTGGGTACATCTATTACAGTGGGAGCACCTAC 517 

Qy 24 4 TACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTC 3 03 

MM IMMIM II MUM Mill Ml Mill Mill III III I MM I llllll 

Db 518 TACAACCCGTCCCTCAAGAGTCGAGTTACCATATCGGTAGACACGTCTAAGAACCAGTTC 577 

Qy 3 04 TCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAG-- 3 61 

II Mill 1 1 1 1 1 1 1 1 1 1 1 1 1 II M I II I M I II I i 1 1 1 1 1 1 1 1 1 i t E 1 1 1 1 E 

Db 57 8 TCCCTGAAGTTGAGCTCTGTGACTGCCGCGGACACGGCCGTGTATTACTGTGCGAGAGGG 63 7 
Qy 3 62 TAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 414 

III I I II IIIIIIIMMIIIMIIIMIIMI llllll 

Db 63 8 GATACTATGGTTCGGGGAGTTGAGGACTGGGGCCAGGGAACCCTGGTCACCGTTTCCTCA 6 97 

Qy 415 GCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGG 4 74 

Mill IIIIMIIIMIIIIMIIIIIIIIIIIMMIIIMIIIIMIIIMIIIMI 

Db 6 98 GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGG 7 57 

Qy 47 5 GGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

MMMMMIMMMMMMMMMMMMMMMMMIMM . 

Db 75 8 GGCACAGCGGCCCTGGGCTG'CCTGGTCAAGGACTACTTCCCCGAACCGGT 807 



RESULT 14 
AAC66522 

ID AAC66522 standard; cDNA; 1567 BP . 
XX 

AC AAC66522; 
XX 

DT 15-FEB-2001 {first entry) 
XX 

DE Human immune system associated protein HISAP-4 coding sequence. 
XX 

KW Human; immune system associated protein; HISAP-4; immune disorder; 

KW infection; autoimmune disease; cancer; ss. 

XX 

OS Homo sapiens . 
XX 

PN US6135941-A. 
XX 

PD 24-OCT-2000. 
XX 

PF 27-MAR-1998; 98US- 00049672 . 
XX 

PR 27-MAR-1998; 98US - 0 004 96 72 . 
XX 

PA (INCY-) INCYTE PHARM INC. 
XX 

PI Tang YT, Yue H, Lai P, Corley NC, Guegler KJ, Baughn MR; 

PI Hillman JL, Au- Young J; 

XX 

DR WPI; 2001-030926/04. 
DR P-PSDB; AAB36206. 
XX 

PT New human immune system associated proteins (HISAP) and polynucleotides 
PT encoding the HISAP, useful for diagnosing, treating or preventing immune 
PT or cell proliferative disorders or infections. 
XX 

PS Claim 3; Col 79-80; 54pp; English. 

XX 

CC The present invention provides the coding and protein sequences for a 
CC number of human immune system associated proteins (HISAPs) . These can be 
CC used in the diagnosis and treatment of various autoimmune disorders, 
CC infections and cell proliferation diseases. The diseases include AIDS, 
CC adult respiratory distress syndrome, anaemia, asthma, atherosclerosis, 
CC Crohn's disease, irritable bowel syndrome, multiple sclerosis, myasthenia 
CC gravis, osteoarthritis, rheumatoid arthritis, scleroderma, systemic lupus 
CC erythematosus, arteriosclerosis, cirrhosis and cancer 
XX 

SQ Sequence 1567 BP; 346 A; 503 C; 428 G; 289 T; 0 U; 1 Other; 

Query Match . 75.0%; Score 392.8; DB 4; Length 1567; 

Best Local Similarity 86.3%; Pred. No. 3.5e-96; 

Matches 468; Conservative 0; Mismatches 47; Indels 27; Gaps 2; 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

I I Ml I .1 !i IIII.MI MIMIIIIIIMI llllllllllllll 

Db 7 5 AACATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 134 

Qy 7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 



11 I IMM Ml Ml Ml MM MM MM M M M M M M M M M M M M M 

Db 13 5 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTC 194 
Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCA GTGGTTACTACTGGAGCTGGATCCGC 18 3 

MMMMMMI MMM Ml Ml I II II 1 1 II II MM II II II II 1 1 1 

Db 195 ACCTGCGCTGTCTCTGGTGGCTCCATCACTAGTGGTGGTTACTACTGGAGCTGGATCGGC 254 

Qy 184 CAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAAC 24 3 

Mill IMM IMM MMMIMIMM I III II I Mill IIIIM I 

Db 2 55 CAGCCCCCAGGGAAGGGGCTGGAGTGGATTGGGTACATCTATTACAGTGGGAGCACCCTC 314 

Qy 244 TACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTC 3 03 

II I II II I I II I I I I M I II I II II II I I I I I I II I II I I I I II I I I I II II II M M 
Db 315 TACAACCCGTCCCTCAAGAGTCGAGTTACCATATCAGTAGACACGTCCAAGAACCAGTTC 374 

Qy 3 04 TCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA- - - 3 60 

II Mill MMMIMIMM II II IMM MMMIMIMM III 

Db 3 75 TCCCTGAAGCTGAGCTCTGTGACTGCCGCAGACACGGCCGTGTATTACTGTGCCAGAGAT 4 34 

Qy 3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTC 4 02 

I I I I I III I t t I I I I t I i E I I t I I I I I I I 
Db 4 35 GACGTAGGTTTAAGGGGGGGGAACTACGGTATGGACGTCTGGGGCCAGGGAACCCTGGTC 4 94 

Qy 4 03 ACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAG 4 62 

NM II llhlll IMIMIIIIIIMMIIMIIIIIIIIMIMIIIIMIII 

Db 4 95 ACCGTCTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAG 554 

Qy 4 63 AGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCG 522 

I f 1 1 i 1 1 1 1 1 1 1 1 1 1 i I ! 1 1 E 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 i I ! I f 1 1 1 1 1 M i 1 1 1 1 1 1 ! I 

Db 55 5 AGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCG 614 

Qy 523 GT 524 

II 

Db 615 GT 616 

RESULT 15 
ADE28410 

ID ADE28410 standard; cDNA; 1395 BP. 
XX 

AC ADE2 8410; 
XX 

DT 29-JAN-2004 (first entry) 
XX 

DE Human anti-CD4 0 antibody 10-8-3 variable region heavy chain cDMA. 
XX 

KW anti-CD4 0 monoclonal antibody; CD40; cytostatic; virucide; antibacterial; 

KW immuno stimulant ; anti-HIV; hyperprolif erat ive ; cancer; viral; 

KW bacterial infection; immunodeficiency; neutropenia; HIV; gene therapy; 

KW human; variable region heavy chain; ss; gene; 10-8-3. 

XX 

OS Homo sapiens . 
XX 

PN WO2003040170-A2 . 
XX 

PD 15-MAY-2003 . ■ 
XX 



PF 08-NOV-2002; 2002WO-US036107 . 
XX 

PR 09 NOV 2001; 2001US-0348980P. 
XX 

PA {PFIZ } PFIZER PROD INC. 

PA (ABGE-) ABGENIX INC. 
XX 

PI Bedian V, Gladue RP, Corvalan J, Jia X, Feng X; 
XX 

DR WPI; 2003-441521/41. 

DR P-PSDB; ADE2 8411. 
XX 

PT New chimeric or human monoclonal antibody or its antigen-binding portion 

PT that specifically binds to and activates human CD40, useful for enhancing 

PT an immune response in a human, or treating cancer, HIV, neutropenia or 

PT viral infections. 
XX 

PS Claim 24; SEQ ID NO 17; 177pp; English. 
XX 

CC The invention relates to a novel chimeric or human monoclonal antibody or 

CC its antigen-binding portion that specifically binds to and activates 

CC human CD4 0 . The anti-CD40 antibody of the invention demonstrates 

CC cytostatic, virucide, antibacterial, immunostimulant and anti-HIV 

CC activities and may be useful for treating a hyperprolif erative disorder 

CC such as cancer, viral and bacterial infection or genetic, primary or 

CC combined immunodeficiency conditions including neutropenia or HIV 

CC infection. The anti-CD40 antibodies may also be useful for detecting CD40 

CC in a biological sample in vitro or in vivo, as well as during gene 

CC therapy procedures. The current sequence is that of the human anti-CD40 

CC antibody variable region heavy chain cDNA of the invention. 

XX 

SQ Sequence 1395 BP; 310 A; 457 C; 382 G; 246 T; 0 U; 0 Other; 



Query Match 74.9%; Score 3 92.4; DB 10; Length 13 95; 

Best Local Similarity 86.1%; Pred. No. 4.3e-96; 

Matches 451; Conservative 0; Mismatches 61; Indels 12; Gaps 1; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

IIIIIIIIIIIMIIII Mill MM III MMMM Ml MM: Mill Ml 

Db 1 ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 60 

Qy 7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 132 

IMMIM II! Ill MM IMMIM 1 1 II II I II II 1 1 II II 1 1 1 1 I II 1 1 1 II 

Db , 61 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 



Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

Ml II Mil Ml Ml III Mill llllllllllll Mill MM Mill I 

Db 121 TGCACTGTCTCTGGTGGCTCCATCAGTAGTTACTACTGGATCTGGATCCGGCAGCCCGCC 18 0 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

II IMM Mill MINI M M Mill MIMIMMMIMM 

Db 181 GGGAAGGGACTGGAATGGATTGGGCGTGTCTATACCAGTGGGAGCACCAACTACAACCCC 24 0 



Qy 2 53 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

M IMIMIMMMMMMI 1 1 1 E i 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 i i 1 1 i 1 1 Mill 

Db 241 TCCCTCAAGAGTCGAGTCACCATGTCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAG 3 00 



Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATT- - 3 70 

IIIIIIIMIIIIMM 1 1 ! 1 1 1 1 ! I 1 1 lllllllllllllllllll I I! 

Db 3 01 CTGAGCTCTGTGACCGCCGCGGACACGGCCGTGTATTACTGTGCGAGAGATGGTCTTTAC 3 60 
Qy 371 GGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 4 20 

I I III MINIM II Ml IIIIMMIIIIIIIIMMI 

Db 3 61 AGGGGGTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCACCGTCTCCTCAGCCTCC 4 2 0 

Qy 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

[ I 1 1 1 1 1 1 1 ! I I 1 1 M 1 1 1 1 1 1 i I 1 1 1 1 Mill MINIMI I I 1 1 1 1 1 

Db 4 21 ACCAAGGGCCCATCGGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACA 4 80 

Qy 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

MIMMIMIMMIMMMMMMMMMMMIIMM 

Db 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 



Search completed: December 2, 2004, 13:06:02 
Job time : 407.722 sees 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 

OM nucleic - nucleic search, using sw model 

Run on: December 2, 2004, 12:19:03 ; Search time 76.5326 Seconds 

(without alignments) 
4866.596 Million cell updates/sec 

Title: US-08-728-463B-219 
Perfect score : 524 

Sequence: 1 AAGCTTGCCACCATGAAACA GACTACTTCCCCGAACCGGT 524 

Scoring table: I DENT I T Y_NTJC 

Gapop 10.0 , Gapext 1.0 

Searched: 824507 seqs, 355394441 residues 

Total number of hits satisfying chosen parameters: 1649014 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing : Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Issued _Patents_NA: * 

1: /cgn2_6/ptodata/l/ina/5A__COMB.seq: * 

2 : /cgn2_6/ptodata/l/ina/5B_COMB . seq: * 

3: /cgn2_6/ptodata/l/ina/6A_COMB . seq: * . 

4 : /cgn2_6/ptodata/l/ina/6B_COMB . seq: * 

5 : /cgn2_6/ptodata/l/ina/PCTUS_COMB . seq : * 

6 : /cgn2_6/ptodata/l/ ina/backf ilesl . seq : * 



Pred . No. is the number of results predicted by chance to have a 



score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 

US-09-042-353 : 419 

Sequence 419, Application US/09042353 
Patent No. 6255458 
GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
APPLICANT: Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 62 55458 -Human Animals for 
TITLE OF INVENTION: Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 421 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Townsend and Townsend and Crew LLP 
STREET: Two Embarcadero Center, Eighth Floor 
CITY: San Francisco 
STATE: California 
COUNTRY : USA 
ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS -DOS 
SOFTWARE: Patent In Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 09/ 042 , 353 
FILING DATE: 13-MAR-1998 
CLASSIFICATION: 800 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/810,279 
FILING DATE: 17-DEC-1991 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/853,408 
FILING DATE: 18-MAR-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/904,068 
FILING DATE: 23-JUN-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/990,860 
FILING DATE: 16-DEC-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/053,131 
FILING DATE: 26-APR-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/096,762 
FILING DATE: 22-JUL-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/155,301 
FILING DATE: 18 -NOV- 1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/161,739 
FILING DATE: 03-DEC-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/165,699 
FILING DATE: 10-DEC-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/209,741 
FILING DATE: 09-MAR-1994 



PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/352,322 

FILING DATE: 07-DEC-1994 , 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/544,404 
FILING DATE: 10-OCT-1995 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 
FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US96/ 164 33 
FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/758,417 
FILING DATE: 02-DEC-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US97/ 218 03 
FILING DATE: 01-DEC-1997 
ATTORNEY/AGENT INFORMATION: 
NAME: Apple, Randolph T. 
REGISTRATION NUMBER: 36,429 
REFERENCE/DOCKET NUMBER: 014643 - 009040US 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (415) 576-0200 
TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO : 419: 
SEQUENCE CHARACTERISTICS : 
LENGTH: 524 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA 
US-09-042-353-419 

Query Match 100.0%; Score 524; DB 3; Length 524; 

Best Local Similarity 100.0%; Pred. No. 3.4e-150; 

Matches 524; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

IIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIMIIIIIIMIMI 

Db 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 6 0 

Qy 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 120 

I I I I I I I I I I I ! I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I II I I II I I I 

Db 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

Qy 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 

MINI II Mil III MINI Mill MINIMI MM MM Mill MINIMUM 

Db 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 

Qy 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

I II 1 1 I M I II II 1 1 1 1 1 1 1 M N N 1 1 1 1 1 1 1 1 I 1 1 1 II I II I II I I II 1 1 1 1 1 1 1 1 M 

Db 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

Qy 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

INI I III Ml II I III II I Mill Mi Ml MINIM II M IMMh l II MM 

Db 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 



Qy 301 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 360 

MIIIIIIIIIIIIIMIMIIIIIIIIIIIIIIIIIIMIIIMIIIIIMIIIIIIM 

Db 3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

Qy 3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

II I MM MINI III III III INN llllllll Mill II MM II MINIMI II I 

Db 3 61 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 4 2 0 

Qy 4 21 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

MIIIIIIMIIIIIIIMIMIIIMIIIIIIIMIIIMIIIIIIIIIIIIIMIMI 

Db 4 21 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 8 0 



Qy 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

MIIIIIIIIIIIMIMIiillMMMIIMIIIIIIIIIII 

Db 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 



RESULT 2 

US-08-758-417A-219 

; Sequence 219, Application US/08758417A 
; Patent No. 6300129 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 63 00129-Human Animals for 
; Producing Heterologous Antibodies 

NUMBER OF SEQUENCES: 417 
CORRESPONDENCE ADDRESS: 

ADDRESSEE : Townsend and Townsend and Crew LLP 

STREET: Two Embarcadero Center, Eighth Floor 

CITY: San Francisco 

STATE: California 

COUNTRY: USA 

ZIP : 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patent In Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/758 , 417A 

FILING DATE: 02-Dec-1996 

CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 

FILING DATE: 10-OCT-1996 

APPLICATION NUMBER: US 08/544,404 

FILING DATE: 10-OCT-1995 

APPLICATION NUMBER: US 0 8/3 52,322 

FILING DATE: 07-DEC-1994 

APPLICATION NUMBER: US 08/209,741 

FILING DATE: 09-MAR-1994 

APPLICATION NUMBER: US 08/165,699 

FILING DATE: 10-DEC-1993 

APPLICATION NUMBER: US 08/161,739 

FILING DATE: 03-DEC-1993 



APPLICATION NUMBER: US 08/155,301 
FILING DATE: 18-NOV-1993 
APPLICATION NUMBER: US 08/096,762 
FILING DATE: 22-JUL-1993 
APPLICATION NUMBER: US 08/053,131 
PILING DATE: 26-APR-1993 
APPLICATION NUMBER: US 07/990,860 
FILING DATE: 16-DEC-1992 
ATTORNEY/AGENT INFORMATION: 

NAME: Serafini, Andrew T. 
REGISTRATION NUMBER: 41,3 03 

REFERENCE/ DOCKET NUMBER: 014643 -009030US 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (415) 576-0200 
TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 219: . 
SEQUENCE CHARACTERISTICS: 

LENGTH: 524 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA 

SEQUENCE DESCRIPTION: SEQ ID NO: 219: 
US-08-758-417A-219 

Query Match 100.0%; Score 524; DB 3; Length 524; 

Best Local Similarity 100.0%; Pred. No. 3.4e-150; 

Matches 524; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

IIIIMIIIillMIIIIIIMIIIIIIIIIMIIIIMIIIMIIIIIIIIIIMIMI 

Db 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

Qy 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

MIIIMMIIIIIIMIIIIIIIIMIIIIIIIIIIIIIIIIMIIIIIMIIIIIMI 

Db 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

Qy 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 18 0 

I : ; I M I i I i i 1 1 i 1 1 ; 1 1 i 1 1 1 1 1 1 1 1 1 [ I M l ; I i 1 1 1 1 1 1 1 1 ; 1 1 1 1 1 ; 1 1 : 

Db 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 18 0 

Qy 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

i ' ! I M I [ I I 1 1 1 1 ! I M I M 1 1 1 M r 1 1 1 1 1 ! I : i 1 1 1 1 1 1 : 1 1 I I 1 1 

Db 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

Qy 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 300 

1 1 1 f I J 1 1 1 1 f 1 1 i 1 1 i 1 1 1 1 1 1 1 1 J f f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E E t E 1 1 1 1 1 1 1 1 

Db 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

Qy 3 01 TTCTCTCTGAAACTGAGCTCTGTG ACCGCTGCGGACACGGCTGTGTATT ACTGTGCGAGA 3 60 

I MIN IMI III MINIM III III III II III MINIM MINI MINIM II I 

Db 301 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 360 

Qy 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

1 1 1 1 1 1 1 1 II I M 1 1 1 ! 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 II I i I M II I M 1 1 1 i 1 1 1 1 1 1 1 1 

Db 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 



Qy 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

IIIIMIIIIIIIIIIIIIIIIIMIIIIIMIIIIIIIIIIIMIIIIIIIIIIIIMI 

Db 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

Qy 481 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

III I MINIM II MM II MM IMIIII I II Mill I II II 

Db 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 52 4 



RESULT 3 

US-09-042 -353-418 

Sequence 418, Application US/09042353 
Patent No. 6255458 
GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
APPLICANT: Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 6255458 -Human Animals for 
TITLE OF INVENTION: Producing Heterologous Antibodies 
NUMBER OF SEQUENCES : 421 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Townsend and Townsend and Crew LLP 
STREET: Two Embarcadero Center, Eighth Floor 
CITY: San Francisco 
STATE: California 
COUNTRY : USA 
ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS-DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/0 9/042 , 353 
FILING DATE: 13-MAR-1998 
CLASSIFICATION: 800 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/810,279 
FILING DATE: 17-DEC-1991 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/853,408 
FILING DATE: 18-MAR-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/904,068 
FILING DATE: 23-JUN-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/990,860 
FILING DATE: 16-DEC-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/053,131 
FILING DATE: 26-APR-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/096,762 
FILING DATE: 22-JUL-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/155,301 
FILING DATE: 18-NOV-1993 
PRIOR APPLICATION DATA: 



APPLICATION NUMBER: US 08/161,739 

FILING DATE: 03-DEC-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/165,699 

FILING DATE: 10-DEC-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/209,741 

FILING DATE: 09-MAR-1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/352,322 

FILING DATE: 07-DEC-1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/544,4 04 

FILING DATE: 10-OCT-1995 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 

FILING DATE: 10 -OCT- 1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US96/ 16433 

FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/758,417 

FILING DATE: 02-DEC-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US97/2 18 03 

FILING DATE: 01-DEC-1997 
ATTORNEY /AGENT INFORMATION: 

NAME: Apple, Randolph T. 

REGISTRATION NUMBER: 36,42 9 

REFERENCE/DOCKET NUMBER: 014643 - 009040US 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (415) 576-0200 

TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 418: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 4 92 6 base pairs 
; TYPE: nucleic acid 

STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA 
US-09-042-353-418 



Query Match 100.0%; Score 524; DB 3; Length 4926; 

Best Local Similarity 100-0%; Pred . No. 9.2e-150; 

Matches 52 4; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

III IMIIIIIIIMIIMI Mill 111 IMIIIIIII III IIIIIIMIIMIIMIII 

Db 16 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 7 5 

Qy 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

IIIIMIIIIIIIIIIIIIIMIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIlll 
Db 7 6 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 13 5 

Qy 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 

M I i I I I I I I I i I I I I I I I I ' i ' I I I : i I I 

Db 13 6 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 195 



Qy 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

IMMIIIIMMIIMMIIIIIMIMMMMIIIIIIIIIIMIIIIIMIMIM 

Db 196 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 2 55 



Qy 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

IIIIIIIIIIIMIIIIIIIIIMIIMIIMIIIIIIIIIIIIIIIIIIIIMIIIIII 

Db 2 56 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 315 

Qy 301 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

IIIIIIIIIIIIIIMIIIIIIIMIIIIIIIIIIIIIIIIMIMIIMMIIIIIIII 

Db 316 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 75 

Qy 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 420 

MIMIMIIIIIIMIIIIIIIMIIIIIMMIIIIIIIIIIMIIIMMIIIIIII 

Db 376 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 435 

Qy 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

I INI MM! I II MINIUM MINI MINI I llllllllll MINIUM MM 

Db 43 6 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 95 

Qy 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

IIIIIIIIIIIIMIIIIMIIIIIIIIIIIIIMMIIIIIII 

Db 4 96 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 9 



RESULT 4 

US-08-758-417A-268 

; Sequence 268, Application US/08758417A 
; Patent No. 6300129 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 630012 9-Human Animals for 
; Producing Heterologous Antibodies 

NUMBER OF SEQUENCES: 417 
CORRESPONDENCE ADDRESS : 

ADDRESSEE: Townsend and Townsend and Crew LLP 

STREET: Two Embarcadero Center, Eighth Floor 

CITY: San Francisco 

STATE: California 

COUNTRY: USA 

ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS-DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/758, 417A 

FILING DATE: 02-Dec-1996 

CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 

FILING DATE: 10-OCT-1996 

APPLICATION NUMBER: US 08/544,404 

FILING DATE: 10-OCT-1995 



APPLICATION NUMBER: US 08/352,322 
FILING DATE : 07-DEC-1994 
APPLICATION NUMBER: US 08/209,741 
FILING DATE: 09-MAR-1994 
APPLICATION NUMBER: US 08/165,699 
FILING DATE: 10-DEC-1993 
APPLICATION NUMBER: US 08/161,73 9 
FILING DATE: 03-DEC-1993 
APPLICATION NUMBER: US 08/155,301 
FILING DATE: 18-NOV-1993 
APPLICATION NUMBER: US 08/096,762 
FILING DATE: 22-JUL-1993 
APPLICATION NUMBER: US 08/053,131 
FILING DATE: 26-APR-1993 
APPLICATION NUMBER: US 07/990,860 
FILING DATE: 16-DEC-1992 
ATTORNEY / AGENT INFORMATION: 

NAME: Serafini, Andrew T. 
REGISTRATION NUMBER: 41,3 03 

REFERENCE/DOCKET NUMBER: 014643 - 009030US 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (415) 576-0200 
TELEFAX : (415) 576-0300 
INFORMATION FOR SEQ ID NO: 268: 
SEQUENCE CHARACTERISTICS : 

LENGTH: 4 926 base pairs 
; TYPE: nucleic acid 

• STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA 

SEQUENCE DESCRIPTION: SEQ ID NO: 268: 
US-08-758-417A-268 



Query Match 100.0%; Score 524; DB 3; Length 4 926; 

Best Local Similarity 100.0%; Pred. No. 9.2e-150; 

Matches 524; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 60 

IIIMMIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIMIIIIMIIIIII 

Db 16 AAGCTTGCCACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGG 7 5 



Qy 61 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 12 0 

IIIIIIIIIIIMIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIMM 

Db 76 GTCCTGTCTCAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACC 13 5 

Qy 121 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 180 

I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I 

Db 13 6 CTGTCCCTCACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATC 195 

Qy 181 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 24 0 

I I 1 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 196 CGCCAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACC 2 55 



Qy 241 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 3 00 

IIIIIIMIIIIIIIMMIIIIIMIIIIIIIIIIIMIIIIIIIIIMIIIIMIIII 

Db 2 56 AACTACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAG 315 



Qy 3 01 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGGTGTGTATTACTGTGCGAGA 3 60 

IIIIIIIMIIMIIIIIIIIIIMMIIIIIIIIMIIIMMMIIMIIIMIIMI 

Db 316 TTCTCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 75 

Qy 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

MIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIMIIMIIIIIIMIIIIIIIIIMI 

Db 3 76 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 4 35 

Qy 4 21 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

MIIIIIIIIIIIIIIMIIIIIIIIMMIIMIIIIIMIIMIIMMIMIIIIM 

Db 43 6 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 95 

Qy 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

IIMIIIIIIIMIIIMMIIIIIIIIIIIIIMIMIIIIII 

Db 4 96 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 9 



RESULT 5 
US-08-793-450-7 

Sequence 7, Application US/08793450 
Patent No. 6 312 6 90 
GENERAL INFORMATION: 

APPLICANT': EDELMAN, LENA 
APPLICANT : MARGARITTE , CHRISTEL 
APPLICANT: KACZOREK, MICHEL 
APPLICANT: CHAABIHI, HASSAN 

TITLE OF INVENTION: MONOCLONAL RECOMBINANT ANTI -RHESUS D 
TITLE OF INVENTION: 
NUMBER OF SEQUENCES: 25 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: OBLON, SPIVAK, McCLELLAND, MAIER & NEUSTADT, 
ADDRESSEE: P.C. 

STREET: 1755 SOUTH JEFFERSON DAVIS HIGHWAY , SUITE 400 
CITY: ARLINGTON 
STATE : VA 
COUNTRY : USA 
ZIP: 22202 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patent In Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/793,450 
FILING DATE: 03-MAR-1997 
CLASSIFICATION: 536 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: FR 94/10566 
FILING DATE: 02-SEP-1994 
ATTORNEY /AGENT INFORMATION: 
NAME: OBLON, NORMAN F. 
REGISTRATION NUMBER: 24,618 
REFERENCE/DOCKET NUMBER: 660-118-0 PCT 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: 703-413-3000 
TELEFAX: 703-413-222 0 
INFORMATION FOR SEQ ID NO : 7 : 



SEQUENCE CHARACTERISTICS: 
LENGTH: 1418 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: other nucleic acid 
FEATURE : 

NAME/ KEY: CDS 
LOCATION: 1..1418 
FEATURE : 

NAME/ KEY : sig_peptide 
LOCATION: 1 . . 57 
FEATURE : 

NAME /KEY : matpeptide 
LOCATION: 58 1418 

OTHER INFORMATION: /product = " IMMUNOGLOBIN , HEAVY 
OTHER INFORMATION: CHAIN" 
US-08-793-450-7 

Query Match 75.5%; Score 395.6; DB 3; Length 1418; 

Best Local Similarity 87.0%; Pred. No. 7.8e-lll; 

Matches 456; Conservative 0; Mismatches 44; Indels 24; Gaps 1; 
Qy 25 TGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAGGTGCAGCTACAG 84 

II II II I II II 1 1 1 1 II I I III I I MM M Mill II II II 

Db 13 TGTATCATCCTCTTCTTGGTAGCAACAGCTACAGGTGTCCACTCCCAGGTCCAACTGGAG 72 

Qy 85 CAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACCTGCGCTGTCTAT 14 4 

MIMMMMMIMMIMMIMMMMIMMMMMMMMM Ml I I III 

Db 7 3 CAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACCTGCACTGTCTAT 132 

Qy 14 5 GGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCAGGTAAGGGTCTG 2 04 

Mill IIIIIIIIIIIIIMIIIIIIIIIIIIMIIIIIMII Mill Mill III 

Db 13 3 GGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCCCCAGGGAAGGGGCTG 192 

Qy 2 05 GAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCGTCTCTCAAGAGT 264 

I I I M 1 1 1 1 II IIIIIIIIMMIIIIIIIIIIIIIMIIIIMMIII IIIIIMM 

Db 193 GAGTGGATTGGGGAAATCAATCATAGTGGAAGCACCAACTACAACCCGTCCCTCAAGAGT 252 

Qy 2 65 CGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAACTGAGCTCTGTG 324 

Mill II Mil MM MM IIIIIMM I II MINI INI 1 1 MM I III III II II 

Db 2 53 CGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAACTGAACTCTGTG 312 
Qy 32 5 ACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAG 361 

Mill MMIIIMI III MIIIMIMMIIM I 

Db 313 ACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGGGCCCCAGAGTATAAATGGAAGTAT 3 72 

Qy 3 62 - TAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

I M ! 1 1 1 1 1 1 1 1 IMIIMI M III IMIIIIIIIIIIIMIMI 

Db 3 73 CATGGGGACTGGTTCGACCCCTGGGGCCAAGGTACCACTGTCACCGTCTCCTCAGCCTCC 432 

Qy 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 80 

I i 1 1 1 1 1 1 1 1 1 1 1 1 s t i i 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 i I r E M i 1 1 i f i I M 1 1 1 1 1 1 1 1 1 i 1 1 

Db 43 3 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 4 92 

Qy 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

MIMMMMMMIMIMMMMMMMIMMMMII 



Db 4 93 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 6 



RESULT 6 

US-09-049-672A-17 

Sequence 17, Application US/09049672A 
Patent No. 6135941 
GENERAL INFORMATION: 

APPLICANT: Hillman, Jennifer L. 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 



Lai, Preeti 
Tang , Y . Tom 
Yue , Henry 
Au- Young, Janice 
Corley, Neil C. 
Guegler, Karl J. 
Baughn, Marian R. 
TITLE OF INVENTION: HUMAN IMMUNE SYSTEM ASSOCIATED PROTEINS 
NUMBER OF SEQUENCES: 2 8 
CORRESPONDENCE ADDRESS : 

ADDRESSEE: Incyte Pharmaceuticals, Inc. 
STREET: 3174 Porter Drive 
CITY: Palo, Alto 
STATE : CA 
COUNTRY : USA 
ZIP: 94304 
COMPUTER READABLE FORM: 
MEDIUM TYPE: Diskette 
COMPUTER: IBM Compatible 
OPERATING SYSTEM: DOS 

SOFTWARE: FastSEQ for Windows Version 2.0 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 09/ 04 9 , 6 72 A 
FILING DATE: HEREWITH 
CLASSIFICATION: 536 
PRIOR APPLICATION DATA: 
APPLICATION NUMBER: 
FILING DATE: 
ATTORNEY/AGENT INFORMATION: 
NAME: Cerrone, Michael C 
REGISTRATION NUMBER: 39,132 
REFERENCE/DOCKET NUMBER: PF-04 97 US 
TELECOMMUNICATION INFORMATION: 
TELEPHONE : 650-855-0555 
TELEFAX: 65 0-84 5-4166 
TELEX : 

INFORMATION FOR SEQ ID NO: 17: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 1567 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
IMMEDIATE SOURCE: 

LIBRARY: PANCTUT01 
CLONE: 1513264 
US-09-049-672A-17 



Query Match 



75.0%; Score 3 92.8; DB 3; Length 1567; 



Best Local Similarity 86.3%; Pred . No. 5.8e-110; 

Matches 468; Conservative 0; Mismatches 47; Indels 27; Gaps 2; 



Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

I I III MINI MINIM MINIMI II Ml INN INI I ! 1 1 1 1 f 1 1 1 It M 

Db 7 5 AACATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 134 

Qy 7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

IIMIIIIIII III III INI NIIIMI IIIIIIIINIIIIIIIIIMMIII 

Db 13 5 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTC 194 
Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCA GTGGTTACTACTGGAGCTGGATCCGC 183 

IIIIIIIIIMM MUM Ml Ml MMMMMMMMMMMIMI 

Db 195 ACCTGCGCTGTCTCTGGTGGCTCCATCACTAGTGGTGGTTACTACTGGAGCTGGATCCGC 2 54 

Qy 184 CAGCCACCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAAC 243 

I II M INN 1 1 1 1 1' M f 1 1 1 M I 1 1 1 1 1 I IN II I Mill IN I 

Db 2 55 CAGCCCCCAGGGAAGGGGCTGGAGTGGATTGGGTACATCTATTACAGTGGGAGCACCCTC 314 

Qy 244 TACAACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTC 3 03 

II II 1 1 I 1 1 1 1 II 1 1 1 I II 1 1 1 II I I II N I II I II II II 1 1 1 1 1 1 II N I 1 1 II 1 1! 

Db 315 TACAACCCGTCCCTCAAGAGTCGAGTTACCATATCAGTAGACACGTCCAAGAACCAGTTC 3 74 
Qy 3 04 TCTCTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

II Mill 1 1 1 1 1 1 i 1 1 i r I i I II II NNMM MMINMIMM III 

Db 3 75 TCCCTGAAGCTGAGCTCTGTGACTGCCGCAGACACGGCCGTGTATTACTGTGCCAGAGAT 4 34 
Qy 3 61 - GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTC 4 02 

I I I I I III MINI I II MINIUM II 

Db 4 35 GACGTAGGTTTAAGGGGGGGGAACTACGGTATGGACGTCTGGGGCCAGGGAACCCTGGTC 4 94 

Qy 4 03 ACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAG 4 62 

II M II I II 1 1 1 II 1 1 1 IIMIIINIIIIIIIIIIMIIIIIIMMIIIINIINI 

Db 4 95 ACCGTCTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAG 554 

Qy 4 63 AGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCG 522 

II 1 1 1 1 1 N I II II II M II I II 1 1 1 1 1 1 1 II I II I II I M II N I M II II II I II 1 1 1 

Db 555 AGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCG 614 

Qy 523 GT 524 

II 

Db 615 GT 616 



RESULT 7 

US-09-372-425A-1 

; Sequence 1, Application US/09372425A 

; Patent No. 6475749 

; GENERAL INFORMATION: 

APPLICANT : Sherie L . Morrison 

APPLICANT: Ramon Montano 

TITLE OF INVENTION: Improved Rh Antibody 

NUMBER OF SEQUENCES: 11 

CORRESPONDENCE ADDRESS: 

ADDRESSEE: Oppenheimer Wolff & Donnelly LLP 
STREET: 2029. Century Park East, Suite 3800 
CITY: Los Angeles 



STATE : CA 

COUNTRY: USA 

ZIP: 90067 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy Disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: Windows 98 

SOFTWARE: MS Word 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/09/372 , 425A 

FILING DATE: August 11, 1999 

CLASSIFICATION: 435 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 
; FILING DATE: 

ATTORNEY/AGENT INFORMATION: 

NAME: Oldenakmp, David J. 

REGISTRATION NUMBER: 29,421 

REFERENCE/DOCKET NUMBER : 510015-223 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (310) 788-5000 

TELEFAX: (310) 788-5100 
INFORMATION FOR SEQ ID NO : 1 : 
SEQUENCE CHARACTERISTICS: 

LENGTH: 2 674 nucleotides 
; TYPE: nucleotide 

STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE: Heavy chain with Tailpiece - DNA 
MOLECULE TYPE: (with introns) 
US-09-372-425A-1 

Query Match 73.5%; Score 385.2; DB 4; Length 2674; 

Best Local Similarity 83.8%; Pred. No. 1.5e-107; 

Matches 469; Conservative 0; Mismatches 43; Indels 48; Gaps 1; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 



Db 




Qy 



7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 132 



Db 




Qy 



13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 



Db 




Qy 



193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 



Db 




Qy 



25 3 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 



Db 




Qy 



313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTG - 3 71 



Db 301 CTGACCTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGAAGCCGGCATTGT 3 60 
Qy 3 72 GTTCGACCCTTGG 3 84 

I Ml III 

Db 361 ACAAGTATCAGCTGTTTTCAGTATTATTTAGGATACTACTACTACTACATGGACGTCTGG 42 0 

Qy 3 85 GGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCC 44 4 

III I II III IIMIIIIIIIIIIIIII lllll MIMIIIIIIIIIIIIII 

Db 421 GGCAAAGGGACCACGGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCC 4 80 

Qy 44 5 CTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAG 504 

Mill MM MM! IIIIIIIMIIIMIIMIIIIIMIIIIMIIMIMMIII 

Db 4 81 CTGGCGCCCTGCTCCAGGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAG 54 0 

Qy 50 5 GACTACTTCCCCGAACCGGT 524 

IMIIIIMMMIIIMM 

Db 541 GACTACTTCCCCGAACCGGT 560 



RESULT 8 

US-09-042-353-357 

Sequence 357, Application US/09042353 
Patent No. 6255458 
GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
APPLICANT: Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 6255458 -Human Animals for 
TITLE OF INVENTION: Producing Heterologous Antibodies 
NUMBER OF SEQUENCES : 421 
CORRESPONDENCE ADDRESS : 

ADDRESSEE: Townsend and Townsend and Crew LLP 
STREET: Two Embarcadero Center, Eighth Floor 
CITY: San Francisco 
STATE: California 
COUNTRY : USA 
ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC -DOS/MS -DOS 
SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/09/042 , 353 
FILING DATE: 13-MAR-1998 
CLASSIFICATION: 800 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/810,279 
FILING DATE: 17-DEC-1991 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/853,4 08 
FILING DATE: 18-MAR-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/904,068 
FILING DATE: 23-JUN-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/990,860 



FILING DATE: 16-DEC-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/053,131 

FILING DATE: 26-APR-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/096,762 

FILING DATE: 22 -JUL- 1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/155,301 

FILING DATE: 18-NOV-1993 
PRIOR APPLICATION DATA: . 

APPLICATION NUMBER: US 08/161,73 9 

FILING DATE: 03 -DEC- 1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/165,699 

FILING DATE: 10-DEC-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/209,741 

FILING DATE: 09-MAR-1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/352,322 

FILING DATE: 07 -DEC- 1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/544,404 

FILING DATE: 10-OCT-1995 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 

FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US96/ 164 33 

FILING DATE: 10 -OCT- 1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/758,417 

FILING DATE: 02 -DEC- 1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US97/2 1803 

FILING DATE: 01-DEC-1997 
ATTORNEY /AGENT INFORMATION: 

NAME: Apple, Randolph T. 

REGISTRATION NUMBER: 36,429 

REFERENCE/DOCKET NUMBER: 0 14 64 3 - 00904 0US 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (415) 576-0200 

TELEFAX : (415) 576-0300 
INFORMATION FOR SEQ ID NO: 357: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 4 03 base pairs 
; TYPE: nucleic acid 

STRANDEDNESS : single 

TOPOLOGY : 1 inear 
MOLECULE TYPE: DNA 
US-09-042-353-357 

Query Match 73 .2%; 

Best Local Similarity 97.0%; 
Matches 3 91; Conservative 



Score 3 83.8; DB 3 
Pred. No. l.8e-107 
0; Mismatches 12 



Length 4 03; 

Indels 0; Gaps 0; 



Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 7 2 

IIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIII 1 1 1 II 1 1 1 1 1 1 1 1 1 Ml 

Db 1 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 60 



Qy 7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 132 

IIIIIIMIIIIIIMIIIIMIMMIIIMMIIIIMIIIIIIIIIMIIIIIIIII 

Db 61 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACGCTGTCCCTCACC 12 0 

Qy 13 3 TGGGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

IIIMIIIIIIIIIIII IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMI III 

Db 121 TGCGCTGTCTATGGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCCCCA 180 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

MINIM III MINI I MM I II I II 1 1 II I II M 1 1 M I II 1 1 II I II 1 1 II II I 

Db 181 GGTAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 24 0 

Qy 2 5 3 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

1 1 1 1 1 1 1 1 M II 1 1 1 1 M M 1 1 1 1 1 M I t i 1 1 1 1 1 1 1 1 1 1 1 M 1 1 i 1 1 II I MMI 

Db 241 TCCCTCAAGAGTCGAGTCACCATATCAGTCGACACGTCCAAGAACCAGTTCTCCCTGAAG 3 00 



Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTGG 3 72 

1 1 M M I II I 1 1 II M I 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 i f I f 1 1 1 1 ! 1 1 1 1 1 ! 1 1 1 1 

Db 3 01 CTGAGCTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTGG 36 0 

Qy 3 73 TTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAG 415 

M MM It I I M I M M 1 1 i i 1 1 M 1 1 M I M ! 1 1 1 M 1 1 

Db 3 61 TTCGACCCCTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAG 4 03 



RESULT 9 

US-08-758-417A-205 

; Sequence 205, Application US/08758417A 
; Patent No. 6300129 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
Kay, Robert M . 

TITLE OF INVENTION: Transgenic No. 6300129-Human Animals for 

Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 417 
CORRESPONDENCE ADDRESS: 

ADDRESSEE : Townsend and Townsend and Crew LLP 

STREET: Two Embarcadero Center, Eighth Floor 

CITY: San Francisco 

STATE: California 

COUNTRY: USA 

ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/758 , 4 17A 

FILING DATE: 02-Dec-1996 

CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 



FILING DATE: 10 -OCT- 1996 
APPLICATION NUMBER: US 08/544,404 
FILING DATE: 10-OCT-1995 
APPLICATION NUMBER: US 08/352,322 
FILING DATE: 07-DEC-1994 
APPLICATION NUMBER: US 08/209,741 
FILING DATE: 09-MAR-1994 
APPLICATION NUMBER: US 08/165,699 
FILING DATE: 10 -DEC- 1993 
APPLICATION NUMBER: US 08/161,739 
FILING DATE: 03 -DEC- 1993 
APPLICATION NUMBER: US 08/155,301 
FILING DATE: 18 -NOV- 1993 
APPLICATION NUMBER: US 08/096,762 
FILING DATE: 22 -JUL- 1993 
APPLICATION NUMBER: US 08/053,131 
FILING DATE: 2 6 -APR- 19 93 
APPLICATION NUMBER: US 07/990,860 
FILING DATE: 16-DEC-1992 
ATTORNEY/AGENT INFORMATION: 

NAME: Serafini, Andrew T. > 
REGISTRATION NUMBER: 41,3 03 

REFERENCE/DOCKET NUMBER : 014643 - 009030US 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (415) 576-0200 
TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 205: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 4 03 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA 

SEQUENCE DESCRIPTION: SEQ ID NO: 2 05: 
US-0 8-75 8-417A-20 5 

Query Match 73.2%; Score 383.8; DB 3; Length 403; 

Best Local Similarity 97.0%; Pred. No. 1.8e-107; 

Matches 391; Conservative 0; Mismatches 12; Indels 0; Gaps 0; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

IMIIIIIIIIIIIIIIIIMIIMIIIIMIIIIIIIIII MIMIIIIIIIII Ml 

Db 1 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 60 

Qy 73 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 13 2 

I IIIIMIIIII II I III IIIMIIIII Illlllll IIIIIIIMIIIII II Illlllll 

Db 61 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 

Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

MMMMMMIIMI 1 1 1 1 1 1 1 ! E 1 1 1 ! 1 1 1 1 i 1 1 E 1 1 E 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 

Db 121 TGCGCTGTCTATGGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCCCCA 180 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

MMMM IMMMMMMI MMMMMMMMMMMMMMIMIMM 

Db 181 GGTAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 24 0 



QY 



2 53 TCTCTCAAGAGT.CGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 



Db 



241 




313 



CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTGG 3 72 





Db 



301 



CTGAGCTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTGG 3 6 



Qy 



373 



TTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAG 415 



Db 



361 




RESULT 10 

US-09-042-353-355 

; Sequence 355, Application US/09042353 
; Patent No. 6255458 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 

APPLICANT: Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 6255458-Human Animals for 
TITLE OF INVENTION: Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 421 
CORRESPONDENCE ADDRESS: 

ADDRESSEE : Townsend and Townsend and Crew LLP 

STREET: Two Embarcadero Center, Eighth Floor 
; CITY: San Francisco 

STATE: California 

COUNTRY: USA 

ZIP : 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC -DOS /MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 09/ 042 , 353 

FILING DATE: 13-MAR-1998 

CLASSIFICATION: 800 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/810,279 

FILING DATE: 17-DEC-1991 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/853,408 

FILING DATE: 18-MAR-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/904,068 

FILING DATE: 23-JUN-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/990,860 
; " FILING DATE: 16-DEC-1992 

PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/053,131 

FILING DATE: 26-APR-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/096,762 

FILING DATE: 22-JUL-1993 
PRIOR APPLICATION DATA: 



APPLICATION NUMBER :• US 08/155,301 

FILING DATE: 18-NOV-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/161,739 

FILING DATE: 03-DEC-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/165,699 

FILING DATE: 10-DEC-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/209,741 

FILING DATE: 09-MAR-1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/352,322 

FILING DATE: 07-DEC-1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/544,404 

FILING DATE: 10 OCT-1995 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 

FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER : WO PCT/US96/ 16433 

FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/758,417 

FILING DATE: 02 -DEC- 1996 
PRIOR, APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US97/2 1803 

FILING DATE: 01-DEC-1997 
ATTORNEY/ AGENT INFORMATION: 

NAME: Apple, Randolph T. 

REGISTRATION NUMBER: 36,429 

REFERENCE / DOCKET NUMBER: 014643 -009040US 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (415) 576-0200 

TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 355: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 4 04 base pairs 
; TYPE: nucleic acid 

STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA 
US-09-042-353-355 

Query Match 71.9%; Score 376.8; DB 3; Length 404; 

Best Local Similarity 97.0%; Pred . No. 2.4e-105; 

Matches 3 84; Conservative 0; Mismatches 12; Indels 0; Gaps 0; 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 



Db 




QY 



7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 



Db 




Qy 130 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

1 1 1 1 1 1 II I II II 1 1 II M I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 

Db 12 9 ACCTGCGCTGTCTATGGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCC 18 8 

Qy 19 0 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

MMIMIIM llllllllllllll IIIIIMIIIIIIIMIIIIIIIIIIIIIIMI 

Db 18 9 CCAGGTAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 8 

Qy 250 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 3 09 

Mill II Mill I II II I II MMIMIIM 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 Ml 

Db 24 9 CCGTCCCTGAAGAGTCGAGTCACCATATCAGTCGACACGTCCAAGAACCAGTTCTCCCTG 30 8 

Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAAT 3 69 

IIIIIIIIIIIIIMIIIII MIMIIIIMIIIIIIIIIIMIIIIIIIIIIIIIIII 

Db 3 0 9 AAACTGAGCTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAAT 3 6 8 

Qy 37 0 TGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACC 4 05 

MMIMIIM I II III MM Ml MM Ml MM 

Db 36 9 TGGTTCGACCCCTGGGGCCAGGGAACCCTGGTCACC 4 04 



RESULT 11 

US-08-758-417A-203 

Sequence 203, Application US/08758417A 
Patent No. 6300129 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 63 00 12 9 -Human Animals for 

Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 417 
CORRESPONDENCE ADDRESS: 

ADDRESSEE : Townsend and Townsend and Crew LLP 
STREET: Two Embarcadero Center, Eighth Floor 
CITY: San Francisco 
STATE: California 
COUNTRY: USA 
ZIP : 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
■ COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS -DOS 
SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/758 , 417A 
FILING DATE: 02-Dec-1996 
CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 
FILING DATE: 10-OCT-1996 
APPLICATION NUMBER: US 08/544,404 
FILING DATE: 10 -OCT- 1995 
APPLICATION NUMBER: US 08/352,322 
FILING DATE: 07-DEC-1994 
APPLICATION NUMBER: US 08/209,741 
FILING DATE: 09-MAR-1994 
APPLICATION NUMBER: US 08/165,699 



FILING DATE: 10-DEC-1993 
APPLICATION NUMBER: US 08/161,73 9 
FILING DATE: 03-DEC-1993 
APPLICATION NUMBER: US 08/155,301 
FILING DATE: 18-NOV-1993 
APPLICATION NUMBER: US 08/096,762 
FILING DATE: 22-JUL-1993 
APPLICATION NUMBER: US 08/053,131 
FILING DATE: 26-APR-1993 
APPLICATION NUMBER: US 07/990,860 
FILING DATE: 16-DEC-1992 
ATTORNEY / AGENT INFORMATION: 

NAME: Serafini, Andrew T. 
REGISTRATION NUMBER: 41,303 

REFERENCE / DOCKET NUMBER: 014643 - 009030US 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (415) 576-0200 
TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO : 2 03:' 
SEQUENCE CHARACTERISTICS : 

LENGTH: 404 base pairs 
TYPE: nucleic acid 
STRAND EDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA 

SEQUENCE DESCRIPTION: SEQ ID NO: 203: 
US-08-758-417A-203 

Query Match 71.9%; Score 376.8; DB 3; Length 404; 

Best Local Similarity 97.0%; Pred. No. 2.4e-105; 

Matches 3 84; Conservative 0; Mismatches 12; Indels 0; Gaps 0; 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

I MMIIIMIIIIIIIIMIIIMIMIIIIMIIIIIIIII 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 9 AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 6 8 

Qy 70 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

IMIIIIIIIIMIMMIIIIIIIIIIIIMIIMIIIIIIIMIIIMMIIIIIIII 

Db 6 9 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 8 

Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 189 

IIMIIIIMIIM III ; E I i 1 1 1 M 1 1 1 1 1 1 1 f 1 1 E 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 12 9 ACCTGCGCTGTCTATGGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCC 18 8 

Qy 19 0 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

IIIMIIilM IIIMIMIIIMI IIIIIIIIIIIIIIIIIMIIIMIIIIIIIM 

Db 18 9 CCAGGTAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 8 

Qy 25 0 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 3 09 

Mill Ml I MINIMI Mill III Mill MIIIIIIIIIIIIIIIMIIII 1 1 1 

Db 24 9 CCGTCCCTCAAGAGTCGAGTCACCATATCAGTCGACACGTCCAAGAACCAGTTCTCCCTG 3 08 

Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAAT 3 69 

IMIIIIIIMIIIIIMM MIIIIIIIMIMIIIIMIIIIIIIIIIIIMIIIII 

Db 3 09 AAACTGAGCTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAAT 3 68 

Qy 37 0 TGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACC 4 05 



MMIIIIII! 1 1 1 1 1 1 1 1 1 1 1 j 1 M M II E 1 1 1 I 

Db 3 69 TGGTTCGACCCCTGGGGCCAGGGAACCCTGGTCACC 4 04 



RESULT 12 
US-08-487-550-11 

Sequence 11, Application US/08487550 
Patent No. 6113898 
GENERAL INFORMATION: 

APPLICANT: Anderson, Darrell R. 

TITLE OF INVENTION: "MONKEY MONOCLONAL ANTIBODIES SPECIFIC 
TITLE OF INVENTION: TO HUMAN B7 . 1 AND /OR B7 . 2 PRIMATIZED FORMS THEREOF, 
TITLE OF INVENTION: PHARMACEUTIAL COMPOSITIONS CONTAINING, AND USE THEREOF 
AS 

TITLE OF INVENTION: IMMUNOSUPPRESSANTS" 
NUMBER OF SEQUENCES: 12 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: BURNS, DOANE , SWECKER & MATH IS 
STREET: 699 Prince Street 
CITY: Alexandria 
STATE : VA 
COUNTRY : USA 
ZIP : 22314 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS -DOS 
SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/487 , 550 
FILING DATE: 07-JUN-1995 
. CLASSIFICATION: 435 
ATTORNEY/AGENT INFORMATION: 
NAME: Teskin, Robin L. 
REGISTRATION NUMBER: 35,03 0 
REFERENCE/ DOCKET NUMBER: 012712-131 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: 7 03-836-6620 
TELEFAX: 703-836-2021 
INFORMATION FOR SEQ ID NO : 11: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 1431 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : not relevant 
TOPOLOGY: linear 
MOLECULE TYPE: peptide 
FEATURE : 

NAME/ KEY: CDS 
LOCATION: 1. . 14 31 
FEATURE: 

NAME/KEY : mat_peptide 
LOCATION: 1 . .14 31 
US-08-487-550-11 



Query Match 67.7%; 
Best Local Similarity 83.0%; 
Matches 455; Conservative 



Score 354.8; DB 3; Length 1431; 
Pred. No. 2.2e-98; 
0; Mismatches 57; Indels 36; Gaps 



3; 



Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 7 2 

1 1 1 1 1 1 f I M I f I i j 1 1 1 1 1 1 M 1 1 E 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 J 1 1 E IN 

Db 1 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 6 0 

Qy 73 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 13 2 

MINIM Ml III MM MINIM 1 1 M 1 1 1 II I N II II II 1 1 1 1 II II II I 

Db 61 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 
Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCA GTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

MIM NINI IN IN IIIINI INI M i 1 1 1 1 f 1 1 1 M 1 1 1 

Db 121 TGCGCTGTCTCTGGTGGCTCCATCAGCGGTGGTTATGGCTGGGGCTGGATCCGCCAGCCC 18 0 
Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATC AATCATAGTGGAAGCACCAACTAC 24 6 

INN INN I INN III INN II II NUN I INI INN 

Db 181 CCAGGGAAGGGGCTGGAGTGGATTGGGAGTTTCTATAGTAGTAGTGGGAACACCTACTAC 24 0 

Qy 24 7 AACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCT 3 06 

INN II ,11111 i lllllll IN INNNNNNNNNNIN 

Db 241 AACCCCTCCCTCAAGAGTCAAGTCACCATTTCAACAGACACGTCCAAGAACCAGTTCTCC 3 00 
Qy 307 CTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAG 3 61 

Mill MM MM MMM! MMMMMI MMMMMMI MMI 

Db 3 01 CTGAAGCTGAACTCTATGACCGCCGCGGACACGGCCGTGTATTACTGTGTGAGAGATCGT 3 60 
Qy 3 62 TAATTAATTGGTTCGACCCTTGGGGCCAGGGAACC 3 96 

I II MMM lllllll INI I 

Db 3 61 CTTTTTTCAGTTGTTGGAATGGTTTACAACAACTGGTTCGATGTCTGGGGCCCGGGAGTC 42 0 

Qy 3 97 CTGGTCACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCC 456 

M I M I 1 1 1 ! M I 1 1 1 M i I 1 1 I 1 1 1 1 1 1 1 1 1 1 1 i i I i i I I 1 1 1 ! 1 1 f 1 1 J 1 1 1 1 i 

Db 4 21 CTGGTCACCGTCTCCTCAGGTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCC 4 8 0 

Qy 4 57 TCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCC 516 

NINI I INN NUN II lllllll NNNNNNNNNNNNNNINN 

Db 4 81 TCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCC 54 0 

Qy 517 GAACCGGT 524 

IININI 
Db 541 GAACCGGT 54 8 



RESULT 13 
US-09-526-098-11 

Sequence 11, Application US/09526098 
Patent No. 6492134 
GENERAL INFORMATION: 

APPLICANT: Anderson, Darrell R . 

TITLE OF INVENTION: "MONKEY MONOCLONAL ANTIBODIES SPECIFIC 
TITLE OF INVENTION: TO HUMAN B7.1 AND/OR B7.2 PRIMATIZED FORMS THEREOF, 
TITLE OF INVENTION: PHARMACEUTIAL COMPOSITIONS CONTAINING, AND USE THEREOF 



AS 



TITLE OF INVENTION: 
NUMBER OF SEQUENCES : 



IMMUNOSUPPRESANTS " 

12 

CORRESPONDENCE ADDRESS : 

ADDRESSEE: BURNS, DOANE , SWECKER & MATH IS 
STREET: 699 Prince Street 



CITY: Alexandria 
STATE : VA 
COUNTRY: USA 
ZIP: 22314 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC -DOS /MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/09/526 , 098 
FILING DATE: 
CLASSIFICATION: 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 09/383,916 
FILING DATE: 
, APPLICATION NUMBER: US 08/487,550 

FILING DATE: 07-JUN-1995 
ATTORNEY/AGENT INFORMATION: 
NAME: Teskin, Robin L. 
REGISTRATION NUMBER: 35,030 
REFERENCE/DOCKET NUMBER: 012712-131 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: 703-836-6620 
TELEFAX: 703-83 6-2021 
INFORMATION FOR SEQ ID NO: 11: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 1431 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : not relevant 
.TOPOLOGY: linear 
MOLECULE TYPE: peptide 
FEATURE : 

NAME /KEY : CDS 
LOCATION: 1 . .14 31 
FEATURE: 

NAME/ KEY: mat_peptide 
LOCATION: 1. .14 31 
US-09-526-098-11 

Query Match 67.7%; Score 354.8; DB 4; Length 1431; 

Best Local Similarity 83.0%; Pred. No. 2.2e-98; 

Matches 455; Conservative 0; Mismatches 57; Indels 36; Gaps 3; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

1 1 1 1 1 1 I M 1 1 M I i I i I M 1 1 M 1 1 1 1 I ! I - ! i M 1 1 1 1 ^ IIMIMIIIIIII III 

Db 1 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 60 

Qy 7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 13 2 

iiiMMi in mi mm iiiMiii 1 1 1 1 1 1 f i r 1 1 i 1 1 r 1 1 1 1 1 1 1 r 1 1 e 1 1 1 

Db 61 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 
Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCA GTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

Ml Ml III I I Ml 1 1 III III Millll MM IIIIMIIIIIIIMI 

Db 121 TGCGCTGTCTCTGGTGGCTCCATCAGCGGTGGTTATGGCTGGGGCTGGATCCGCCAGCCC 18 0 



190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATC - - 



- AATC ATAGTGGAAGCACCAACTAC 24 6 



Mill Mill IIIIIIMIIIIII M I I MMII I II 1 1 Mill 

Db 181 CCAGGGAAGGGGCTGGAGTGGATTGGGAGTTTCTATAGTAGTAGTGGGAACACCTACTAC 24 0 

Qy 24 7 AACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCT 3 06 

Mill M II I Mil III lllllll II Ml M Mill II Mill MIIMIMI 

Db 241 AACCCCTCCCTCAAGAGTCAAGTCACCATTTCAACAGACACGTCCAAGAACCAGTTCTCC 3 0 0 
Qy 3 07 CTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAG 361 

Mill MM MM IM MIIMIMM IMIIIIIIIIM Mill 

Db 3 01 CTGAAGCTGAACTCTATGACCGCCGCGGACACGGCCGTGTATTACTGTGTGAGAGATCGT 3 60 

Qy 3 62 TAATTAATTGGTTCGACCCTTGGGGCCAGGGAACC 3 96 

I. II IMIIIII lllllll MM I 

Db 3 61 CTTTTTTCAGTTGTTGGAATGGTTTACAACAACTGGTTCGATGTCTGGGGCCCGGGAGTC 42 0 

Qy 3 97 CTGGTCACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCC 4 56 

MMMMIIIMMIMM IIMIIIIIIIIIIIIIIMIIIIIMIIIIIMM 

Db 421 CTGGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCC 4 80 

Qy 457 TCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCC 516 

1 1 1 1 II 1 1 II II I II II II M 1 1 M M I II II II I II II I II II I M II I II II II 1 1 II 

Db 4 81 TCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCC 54 0 

Qy 517 GAACCGGT 524 

llllllll 
Db 541 GAACCGGT 54 8 



RESULT 14 
US-09-383-916-11 

Sequence 11, Application US/09383916 
Patent Mo. 6709654 
GENERAL INFORMATION: 

APPLICANT: Anderson, Darrell R. 



TITLE OF INVENTION 
TITLE OF INVENTION 
TITLE OF INVENTION 



"MONKEY MONOCLONAL ANTIBODIES SPECIFIC 

TO HUMAN B7.1 AND/OR B7 . 2 PRIMATIZED FORMS THEREOF , 

PHARMACEUTIAL COMPOSITIONS CONTAINING, AND USE THEREOF 



AS 



TITLE OF INVENTION: IMMUNOSUPPRESANTS " 
NUMBER OF SEQUENCES: 12 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: BURNS , DOANE, SWECKER & MATH IS 

STREET: 699 Prince Street 

CITY: Alexandria 

STATE: VA 

COUNTRY: USA 

ZIP : 22314 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS J DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/09/383 , 916 

FILING DATE: 26-AUG-1999 

CLASSIFICATION: 
PRIOR APPLICATION DATA: 



APPLICATION NUMBER : US 08/487,550 
FILING DATE: 07-JUN-1995 
ATTORNEY /AGENT INFORMATION: 
NAME: Teskin, Robin L. 
REGISTRATION NUMBER : 35,030 
REFERENCE/DOCKET NUMBER: 012712-131 
TELECOMMUNICATION INFORMATION: 
TELEPHONE : 703-83 6-662 0 
TELEFAX : 703-836-2 021 
INFORMATION FOR SEQ ID NO: 11: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 1431 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : not relevant 
TOPOLOGY: linear 
MOLECULE TYPE: peptide 
FEATURE : 

NAME/ KEY: CDS 
LOCATION: 1 . .14 31 
FEATURE : 

NAME/ KEY: mat_peptide 
LOCATION: 1. .14 31 
US-09-383-916-11 

Query Match 67.7%; Score 354.8; DB 4; Length 1431; 

Best Local Similarity 83.0%; Pred. No. 2.2e-98; 

Matches 455; Conservative 0; Mismatches 57; Indels 36; Gaps 3; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

1 1 f 1 1 1 ! 1 1 1 1 1 f 1 1 1 M I f I M 1 1 1 M I M E i 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1! Ill 

Db 1 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 60 

Qy 7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 132 

MINIM Ml 1 1 1 MM MIMIII I II M 1 1 1 M I II II I M I M M 1 1 II II 

Db 61 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 
Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCA GTGGTTACTACTGGAGCTGGATCCGCCAGCCA 189 

MINIMI llllll III III lllllll MM IIIIIIIIIIIMII 

Db 121 TGCGCTGTCTCTGGTGGCTCCATCAGCGGTGGTTATGGCTGGGGCTGGATCCGCCAGCCC 180 
Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATC AATCATAGTGGAAGCACCAACTAC 2 46 

Mill Mill I MIMIII Mill M II llllll I II II Mill 

Db 181 CCAGGGAAGGGGCTGGAGTGGATTGGGAGTTTCTATAGTAGTAGTGGGAACACCTACTAC 24 0 

Qy 24 7 AACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCT 3 06 

Mill II II II I Mill llllll I II Ml MM II lllllll llllll Mill 

Db 241 AACCCCTCCCTCAAGAGTCAAGTCACCATTTCAACAGACACGTCCAAGAACCAGTTCTCC 3 00 
Qy 3 07 CTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAG 361 

Mill MM MM i M 1 1 1 1 II II III MM II II I MIMIII Mill 

Db 3 01 CTGAAGCTGAACTCTATGACCGCCGCGGACACGGCCGTGTATTACTGTGTGAGAGATCGT 3 60 
Qy 3 62 TAATTAATTGGTTCGACCCTTGGGGCCAGGGAACC 3 96 

I MIIIIIIM lllllll MM I 

Db 3 61 CTTTTTTCAGTTGTTGGAATGGTTTACAACAACTGGTTCGATGTCTGGGGCCCGGGAGTC 42 0 



Qy 



3 97 CTGGTCACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCC 4 56 



IMIIMIIIIIMIIIMI IMIMMIMIMIIIIIIIIIIIMIIMIIIII 

Db 421 CTGGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCC 4 80 

Qy 4 57 TCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCC 516 

IMMMIIMIIIIIIIIIIIIIIMIIIIIMIIIIIMIMIIIIIMIIIMIIII 

Db 4 81 TCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCC 54 0 



Qy 517 GAACCGGT 5 24 

IIIIIIM 
Db 541 GAACCGGT 54 8 



RESULT 15 
US-08-523-894-7 

; Sequence 7 , Application US/08523894 

; Patent No. 6136310 

; GENERAL INFORMATION: 

APPLICANT: Hanna, Nabil 

APPLICANT: Newman, Roland A. 

APPLICANT: Reff, Mitchell E . 

TITLE OF INVENTION: Recombinant Anti-CD4 Antibodies for Human 
TITLE OF INVENTION: Therapy 
NUMBER OF SEQUENCES: 5 9 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: BURNS, DOANE, SWECKER & MATH IS 

STREET: 699 Prince Street 

CITY: Alexandria 

STATE: VA 

COUNTRY : USA 

ZIP: 22314-3187 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS-DOS 

SOFTWARE: Patent In Release #1.0, Version #1.3 0 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/ 52 3 , 8 94 

FILING DATE: 06-SEP-1995 

CLASSIFICATION: 424 
ATTORNEY/AGENT INFORMATION: 
; NAME: Teskin, Robin L. 

REGISTRATION NUMBER: 35,030 

REFERENCE /DOCKET NUMBER: 012712-165 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: 703-836-6620 

TELEFAX: 703-836-2021 
INFORMATION FOR SEQ ID NO: 7: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 1404 base pairs 

TYPE: nucleic acid 

STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA (genomic) 
POSITION IN GENOME: 

CHROMOSOME /SEGMENT: heavy chain variable and constant gamma 

CHROMOSOME/ SEGMENT: 4 
FEATURE : 



NAME /KEY: CDS 
LOCATION : 1 . . 14 04 
FEATURE : 

NAME/ KEY : mat_peptide 
LOCATION: 1 . . 1404 
US-08-523-894-7 

Query Match 65.3%; Score 342.4; DB 3; Length 1404; 

Best Local Similarity 82.3%; Pred. No. 1.3e-94; 

Matches 436; Conservative 0; Mismatches 76; Indels 18; Gaps 3; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

IIIMMimillllllMIIIIIIIIIIIIIIIIN II lllllllll llll lll 

Db 1 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCCCCCAGATGGGTCTTGTCCCAG 60 

Qy 7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 132 

I III III I Ml III I II I III Mill MMMMMMIMMIIMMIIMM 

Db 61 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 
Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGT TACTACTGGAGCTGGATCCGCCAGCCA 189 

Ml Mill MUM III MM III II II Ml II M I II M II II I 

Db 121 TGCAGTGTCTCTGGTGGCTCCATCAGCGGTGACTATTATTGGTTCTGGATCCGCCAGTCC 180 
Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAAT CATAGTGGAAGC ACCAACTAC 24 6 

Mill Mill II N II 1 1 I III II I MM IMMII Ml 

Db 131 CCAGGGAAGGGACTGGAGTGGATCGGCTACATCTATGGCAGTGGTGGGGGCACCAATTAC 24 0 

Qy 247 AACCCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCT 3 06 

M II II Mill I 1 1 1 1 M I MM III lllllll IMIMIMII Mill 

Db 241 AATCCCTCCCTCAACAATCGAGTCTCCATTTCAATAGACACGTCCAAGAACCTCTTCTCC 3 00 
Qy 3 07 CTGAAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAG 359 

INI lllllll I Mill I MM MM I MM II MM Mil! MM 

Db 3 01 CTGAAACTGAGGTCTGTGACCGCCGCGGACACGGCCGTCTATTACTGTGCGAGTAATATA 3 60 
Qy 3 60 AGTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 414 

I M I Mill IMIMIMII I III II Ml II II IMMII 

Db 3 61 TTGAAATATCTTCACTGGTTATTATACTGGGGCCAGGGAGTCCTGGTCACCGTCTCCTCA 42 0 

Qy 415 GCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGG 4 74 

II MIMMMMIM III llllll Mill MM Mill II I MM II I I 

Db 421 GCTAGCACCAAGGGCCCATCCGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAG 4 80 

Qy 4 75 GGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

lllllll MIMMIIIIMIIMIMIIIIIIIIMIIIIMMIII 

Db 4 81 AGCACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 0 

Search completed: December 2, 2004, 17:07:48 

Job time : 77.5326 sees _ 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 



Run on : 



December 2, 2004, 17:01:26 ; Search time 401.747 Seconds 

(without alignments) 
7166.911 Million cell updates/sec 



Title: 

Perfect score : 
Sequence : 



US-08-728-463B-219 
524 

1 AAGCTTGCCACCATGAAACA . 



. GACTACTTCCCCGAACCGGT 524 



Scoring table : 



Searched : 



I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

3694831 seqs, 2747406616 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing : Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



7389662 



Database 



Pub 1 i s hed_App 1 i c a t i 

1: /cgn2_6/ptodata/ 

2 : /cgn2_6/ptodata/ 

3 : /cgn2_6/ptodata/ 

4 : /cgn2_6/ptodata/ 

5 : /cgn2_6/ptodata/ 

6: /cgn2_6/ptodata/ 

7 : /cgn2_6/ptodata/ 

8 : /cgn2_6/ptodata/ 

9 : /cgn2__6/ptodata/ 

10 : /cgn2_6/ptodata 

11: / cgn2_6/ptodata 

12 : /cgn2_6/ptodata 

13 : /cgn2_6/ptodata 
14: /cgn2_6/ptodata 
15: /cgn2_6/ptodata 
16: /cgn2_6/ptodata 
17 : /cgn2_6/ptodata 
18 : /cgn2_6/ptodata 
19 : /cgn2_6/ptodata 
20 : /cgn2_6/ptodata 
21 : /cgn2_6/ptodata 



ons_NA : * 

l/pubpna/US07_PUBCOMB . seq : * 
l/pubpna/PCT_NEW_PUB . seq : * 
l/pubpna/US06_NEW_PUB . seq: * 
l/pubpna/US06_PUBCOMB. seq: * 
l/pubpna/US07_NEW_PUB. seq: * 
l/pubpna/PCTUS_PUBCOMB . seq : * 
l/pubpna/US0 8_NEW_PUB . seq : * 
l/pubpna/US0 8_PUBCOMB . seq : * 
l/pubpna/US0 9A_PUBCOMB . seq : * 
1 1 /pubpna/USO 9B_PUBCOMB . seq : 
/l/pubpna/US09C_PUBCOMB . seq : 
/l/pubpna/US0 9_NEW_PUB. seq: * 
I 1/pubpna/US 1 0A_PUBCOMB . seq : 
/l/pubpna/US10B_PUBCOMB. seq: 
/l/pubpna/US10C_PUBCOMB. seq: 
/ 1 /pubpna/US 1 0D_PUBCOMB . seq : 
/l/pubpna/US10E_PUBCOMB. seq: 
/I /pubpna/US 10_NEW_PUB . seq : * 
/l/pubpna/USll_NEW_PUB. seq: * 
1 1 /pubpna/US 6 0_NEW_PUB . seq: * 
/l/pubpna/US60_PUBCOMB. seq: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB ID 



Description 



1 409.4 78.1 1990 17 

2 409.4 78.1 1990 17 

3 407.2 77.7 1401 15 



US-10-684-109-104 
US-10-684-109-105 
US-10-292-088-85 



Sequence 104, App 
Sequence 105, App 
Sequence 85, Appl 
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RESULT 1 

US-10-684-109-104 

; Sequence 104, Application US/10684109 
; Publication No. US20040175379A1 
; GENERAL INFORMATION: 

APPLICANT: DeVries , Peter J. 
; APPLICANT: Green, Larry L. 
,- APPLICANT: Ostrow, David H. 
; APPLICANT: Reilly, Edward B. 
; APPLICANT: Wieler, James 



TITLE OF INVENTION: Erythropoietin Receptor Binding 
TITLE OF INVENTION: Antibodies 
FILE REFERENCE : 6989. US. 02 

CURRENT APPLICATION NUMBER: US/ 10/ 684 , 109 
CURRENT FILING DATE: 2003-10-10 
PRIOR APPLICATION NUMBER: 10/269,711 
PRIOR FILING DATE: 2002-10-14 
NUMBER OF SEQ ID NOS : 115 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 104 
LENGTH: 1990 
TYPE : DNA 

ORGANISM : Homo sapiens 

US-10-684-109-104 

Query Match 78.1%; Score 409.4; DB 17; Length 1990; 

Best Local Similarity 88.5%; Pred- No. 4.8e-120; 

Matches 456; Conservative 0; Mismatches 56; Indels 3; Gaps 1; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

II I III II Mill III MINI Ml M M MM! IMIMMMIIII III 

Db 1 ATGAAACATCTGTGGTTCTTCCTTCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 60 

Qy 7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 132 

MM I Ml Ml MM Ml Mill I MM I II MM Ml II MM MM I Ml 

Db .61 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 

Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

III MIMI I Mill Ml Mill IIIIIIIIIMIIMIMIIM Mill III 

Db 121 TGCACTGTCTCTGGTGGCTCCATCAGTCGTTACTACTGGAGCTGGATCCGGCAGCCCCCA 18 0 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

M Mill Mill Ml I Mill I II I I Mill MM II II II Ml I II 

Db 181 GGGAAGGGACTGGAGTGGATTGGGTATGTCTCTTACAGTGGGAGCACCTACTACAACCCC 24 0 

Qy 253 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II MMMMMMMIMMMMMMMMIMMMMMMIIMM Mill 

Db 241 TCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAG 3 00 

Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTGG 3 72 

MMIIMIIIMIIIIIIIIIIIMIII MMMMMMMIMM I II 

Db 3 01 CTGAGCTCTGTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGATAAACTGGGG 3 60 
Qy 3 7 3 TT CGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAGGGC 42 9 

I Ml M II II MMM MMMMIMI MIMIM MM II III 

Db 3 61 ATTGGAGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCCACCAAGGGC 42 0 

Qy 4 3 0 CCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTG 4 8 9 

M M II I II II I M I II I 1 1 II II III I MMM I I I'M MIMIM 

Db 421 CCATCGGTCTTCCCCCTGGCGCCCTGCTCTAGAAGCACCTCCGAGAGCACAGCCGCCCTG 4 8 0 

Qy 4 90 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

I f 1 1 1 1 1 1 f 1 1 i 1 1 ! 1 1 1 1 i 1 1 E I M t j 1 1 f ! 1 1 f 

Db 4 81 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 515 



RESULT 2 



US-10-684--109-105/C 

Sequence 105, Application US/10684109 
Publication No. US20040175379A1 
GENERAL INFORMATION: 
APPLICANT: DeVries, Peter J. 
APPLICANT: Green, Larry L. 
APPLICANT: Ostrow, David H. 
APPLICANT: Reilly, Edward B. 
APPLICANT: Wieler, James 

TITLE OF INVENTION: Erythropoietin Receptor Binding 
TITLE OF INVENTION: Antibodies 
FILE REFERENCE: 6989. US. 02 

CURRENT APPLICATION NUMBER: US/ 10/684, 109 
CURRENT FILING DATE: 2003-10-10 
PRIOR APPLICATION NUMBER: 10/269,711 
PRIOR FILING DATE: 2002-10-14 
NUMBER OF SEQ ID NOS : 115 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 105 
LENGTH: 1990 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-684-109-105 

Query Match 78.1%; Score 409.4; DB 17; Length 1990; 

Best Local Similarity 88.5%; Pred . No. 4.8e-120; 

Matches 456; Conservative 0; Mismatches 56; Indels 3; Gaps 1; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

I MM I 1 1 1 ! 1 1 1 1 1 1 1 i I IIIIIIMIIIIIIMI llllilllllllll III 

Db 19 90 ATGAAACATCTGTGGTTCTTCCTTCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 1931 

Qy 73 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 132 

llllllll III Ml 1 1 1 1 MUM M I 1 1 1 1 1 1 i 1 1 1 i ! I ! I 1 1 1 1 1 1 1 1 1 1 1 

Db 193 0 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 1871 

,Qy 133 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

III llllll MINI III lllll IIIIMIIIIIMIIMIMII lllll Ml 

Db 18 70 TGCACTGTCTCTGGTGGCTCCATCAGTCGTTACTACTGGAGCTGGATCCGGCAGCCCCCA 1811 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

II Mill 1 1 1 1 1 1 1 ! 1 1 1 1 1 i I II II Mill IIIIM IMIIIMM 

Db 1810 GGGAAGGGACTGGAGTGGATTGGGTATGTCTCTTACAGTGGGAGCACCTACTACAACCCC 1751 

Qy 2 53 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II I II 1 1 1 1 1 1 M M II 1 1 II 1 1 M I II I M 1 1 I II 1 1 1 1 1 1 II M M I II I Mill 

Db 175 0 TCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAG 16 91 

Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTGG 3 72 

- MIIIIMM III MIMIMMM II II MM llllll Mill Mil I II 

Db 16 90 CTGAGCTCTGTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGATAAACTGGGG 1631 
Qy 3 73 TT CGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAGGGC 42 9 

I III MMMMIMMMMMMIMMMMIMIMM lllllllll 

Db 163 0 ATTGGAGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCCACCAAGGGC 1571 



Qy 



4 3 0 CCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTG 4 8 9 



Ml Ml INN I II Ml III MM III I M I M 1 1 II I 1 1 M 1 1 I M M 1 1 

Db 15 7 0 CCATCGGTCTTCCCCCTGGCGCCCTGCTCTAGAAGCACCTCCGAGAGCACAGCCGCCCTG 1511 

Qy 4 90 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

MMIMIMIIIMMMIIMIMIIIIIIIM 

Db 1510 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 1476 



RESULT 3 

US-10-292 -088-85 

Sequence 85, Application US/10292088 
Publication No. US2 003 02 11100A1 
GENERAL INFORMATION: 
APPLICANT: BEDIAN, VAHE 
APPLICANT: GLADUE , RONALD P. 
APPLICANT : CORVALAN , JOSE 
APPLICANT: JIA, XIAO-CHI 
APPLICANT: FENG, XIAO 

TITLE OF INVENTION: ANTIBODIES TO CD4 0 
FILE REFERENCE: ABX-PF/3 US 

CURRENT APPLICATION NUMBER : US/ 10/2 92 , 088 
CURRENT FILING DATE: 2003-03-14 
PRIOR APPLICATION NUMBER: 60/348,980 
PRIOR FILING DATE: 2001-11-09 
NUMBER OF SEQ ID NOS : 147 
SOFTWARE: Patentln Ver. 2.1 
SEQ ID NO 85 
LENGTH : 14 01 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-292-088-85 



Query Match 77.7%; Score 407.2; DB 15; Length 1401; 

Best Local Similarity 87.5%; Pred. No. 2.2e-119; 

Matches 4 64; Conservative 0; Mismatches 48; Indels 18; Gaps 



1; 



Qy 

Db 



1 3 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 7 2 

llllllll llllllllllllll 1 1 M 1 1 1 1 1 1 1 III I; IIIIIIIIIIIMI III 

1 ATGAAACATCTGTGGTTCTTCCTTCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 60 



Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 



7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 132 

iiiiiiii iii ill 1 1 1 1 iii mi ii iiiii iii iii ii iiiiii Minimi 

6 1 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 
13 3 TGCGCTGTCTATGGTGGTTCCTTC AGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

Ml llll'll MUM Ml MM M II II M 1 1 1 1 1 1 1 II M M II IIIII III 

121 TGCACTGTCTCTGGTGGCTCCATCAGAGGTTACTACTGGAGCTGGATCCGGCAGCCCCCA 180 
193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

II IIIII MIIIIIIIIIMI I III llllllll 111 1 1 1 1 1 1 1 

181 GGGAAGGGACTGGAGTGGATTGGGTATATCTATTACAGTGGGAGCACCAACTACAACCCC 24 0 
2 5 3 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

M M I II 1 1 1 1 1 II 1 1 1 1 II 1 1 1 II II II II 1 1 1 1 1 1 II II 1 1 II 1 1 1 1 II I Mill 

241 TCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAG 3 0 0 



Qy 



313 



CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 



360 



Db 



3 01 CTGAGTTCTGTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAAGGGGGGGCCTC 3 60 



Qy 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTC A 414 

I IMIIII III MMMMMMMMMIMIMMMIMM 

Db 3 61 TACGGTGACTACGGCTGGTTCGCCCCCTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 42 0 

Qy 415 GCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGG 4 74 

Illll MMMMMIMMIMMMMIMM 1 1 1 1 Illll IIIIIMII I I 

Db 421 GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAG 4 80 

Qy 475 GGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

II II I II II 1 1 1 II 1 1 II I II II I II ll ll M I M 1 1 II II I II I II II 

Db 4 81 AGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 0 



RESULT 4 

US-10-684-109-69 

Sequence 69, Application US/10684109 
Publication No. US2 0040175379A1 
GENERAL INFORMATION: 
APPLICANT: DeVries, Peter J. 
APPLICANT: Green, Larry L. 
APPLICANT: Ostrow, David H. 
APPLICANT: Re illy, Edward B. 
APPLICANT: Wieler, James 

TITLE OF INVENTION: Erythropoietin Receptor Binding 
TITLE OF INVENTION: Antibodies 
FILE REFERENCE:. 6989. US. 02 

CURRENT APPLICATION NUMBER: US/ 10/684 , 109 
CURRENT FILING DATE: 2003-10-10 
PRIOR APPLICATION NUMBER: 10/269,711 
PRIOR FILING DATE: 2002-10-14 
NUMBER OF SEQ ID NOS : 115 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 6 9 
LENGTH: 1990 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-684-109-69 

Query Match 77.5%; Score 4 06.2; DB 17; Length 1990; 

Best Local Similarity 88.2%; Pred. No. 5e-119; 

Matches 4 54; Conservative 0; Mismatches 58; Indels 3; Gaps 1; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

Mill M It 1 1 1 1 1 1 1 1 1 1 1 1 Mill IIMMIMM llllllllllllll Ml 

Db 1 ATGAAGCATCTGTGGTTCTTCCTTCTCCTAGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 60 

Qy 73 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 132 

llllllll III III MM llllllll MMMMMIMMMMMMIIMM < 

Db 61. GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 

Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

III I Mill Mill III Illll M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 J I Illll III 

Db 121 TGCACTGTCTCTGGTGCCTCCATCAGTAGTTACTACTGGAGCTGGATCCGGCAGCCCCCA 180 



Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

II I M 1 1 1 1 M M I M I M 1 1 I Ml II I Mill MIIIIIIIIMMIII 

Db 181 GGGAAGGGACTGGAGTGGATTGGGTATATCTATTACAGTGGGAGCACCAACTACAACCCC 24 0 

Qy 2 53 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II M I M I II II II 1 1 II II I II I II II M I II II II I II II M I II 1 1 1 M Mill 

Db 241 TCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAG 3 00 

Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTGG 3 72 

Mill llllllll MUM Mill MM MIIIIIIIIIIIIMMI II 

Db 3 01 CTGAGGTCTGTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGAGCGACTGGGG 3 60 
Qy 3 73 TTC GACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAGGGC 42 9 

II Ml MM 1 MIIIIIMIIIMMMMIIIMMII 1 1 1 1 1 1 1 1 I 

Db 361 ATCGGGGACTACTGGGGCCAAGGAACCCTGGTCACCGTCTCCTCAGCCTCCACCAAGGGC 42 0 

Qy 43 0 CCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTG 48 9 

I I M 1 1 1 I i 1 1 1 1 1 1 1 1 1 1 ! MM Ml I llllllll I I Illllll MUM 

Db 421 CCATCGGTCTTCCCCCTGGCGCCCTGCTCTAGAAGCACCTCCGAGAGCACAGCCGCCCTG 4 80 

Qy 4 90 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

I II M II II II M I M II M II M II II I II I I II 
Db 4 81 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 515 



RESULT 5 

US-10-684-109-70/c 

Sequence 70, Application US/10684109 
Publication No. US20040175379A1 
GENERAL INFORMATION: 
APPLICANT: DeVries, Peter J. 
APPLICANT: Green, Larry L. 
APPLICANT: Ostrow, David H. 
APPLICANT: Reilly, Edward B. 
APPLICANT: Wieler, James 

TITLE OF INVENTION: Erythropoietin Receptor Binding 
TITLE OF INVENTION: Antibodies 
FILE REFERENCE: 6989. US. 02 

CURRENT APPLICATION NUMBER: US/10/684 , 109 
CURRENT FILING DATE: 2003-10-10 
PRIOR APPLICATION NUMBER: 10/269,711 
PRIOR FILING DATE: 2 002-10-14 
NUMBER OF SEQ ID NOS : 115 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 70 
LENGTH: 1990 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-684-109-70 

Query Match 77.5%; Score 406.2; DB 17; Length 1990; 

Best Local Similarity 88.2%; Pred. No. 5e-119; 

Matches 454; Conservative 0; Mismatches 58; Indels . 3; Gaps 1; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

Mill 1 1 llllllllllllll Mill llllllll Ml Mill llllll I II III 

Db 1990 ATGAAGCATCTGTGGTTCTTCCTTCTCCTAGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 1931 



Qy 


73 


GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 

MINIM IN Ml MM II M 1 1 M 1 1 M 1 1 1 II II 1 1 M II II 1 1 II 1 1 II II 

GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 


132 


Db 


1930 


1871 


Qy 


133 


TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 


192 


Db 


1870 


Ml llllll Mill III Mill 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 [ 1 1 Mill III 

TGCACTGTCTCTGGTGCCTCCATCAGTAGTTACTACTGGAGCTGGATCCGGCAGCCCCCA 


1811 


Qy 


193 


GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 


252 


Db 


1810 


II Mill ill I IN || I Mill 1 1 1 1 1 1 M I II II M 1 1 

GGGAAGGGACTGGAGTGGATTGGGTATATCTATTACAGTGGGAGCACCAACTACAACCCC 


1751 


Qy 


253 


TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 

II IMMIIMIMIIIIIIMIIIIIIIMMIMMIIIMIIIIIMII Mill 

TCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAG 


312 


Db 


1750 


1691 


Qy 


313 


CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTGG 


372 


Db 


1690 


Mill MIMIMMMIIIIMMIM MMMMMMMIMM || 

CTGAGGTCTGTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGAGCGACTGGGG 


1631 


Qy 


373 


TTC GACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAGGGC 


429 


Db 


1630 


II Ml II MINI MIIIIIIIIIIIIIIIIIMIMMIII Mill MM 

ATCGGGGACTACTGGGGCCAAGGAACCCTGGTCACCGTCTCCTCAGCCTCCACCAAGGGC 


1571 


Qy 


430 


CCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTG 

M M 1 M M 1 1 1 1 1 M 1 1 1 1 MM III 1 IIIIMM 1 1 MIMM MMM 

CCATCGGTCTTCCCCCTGGCGCCCTGCTCTAGAAGCACCTCCGAGAGCACAGCCGCCCTG 


489 


Db 


157 0 


1511 


Qy 


490 


GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

MMIM MIMM II Mill! IMMMMMM 

GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 14 7 6 




Db 


1510 





RESULT 6 

US-10-264-049-2156 

; Sequence 2156, Application US/10264049 

; Publication No. US20040005579A1 

; GENERAL INFORMATION: 

; APPLICANT: Birse et al . 

; TITLE OF INVENTION: Nucleic Acids, Proteins, and Antibodies 
FILE REFERENCE: PA133P1 

CURRENT APPLICATION NUMBER: US/10/2 64 , 049 
CURRENT FILING DATE: 2002-10-04 
PRIOR APPLICATION NUMBER: PCT/US0 1/ 1 8569 
PRIOR FILING DATE: 2001-06-07 
PRIOR APPLICATION NUMBER: US 60/209,467 
PRIOR FILING DATE: 2000-06-07 
NUMBER OF SEQ ID NOS : 4360 
SOFTWARE: Patentln Ver. 3.1 
; SEQ ID NO 2156 

LENGTH: 62 9 

TYPE : DNA 

ORGANISM: Homo sapiens 
FEATURE : 
, NAME/ KEY : misc^feature 
LOCATION: (15) . . (16) 



OTHER INFORMATION: n equals a , t , g , or c 
FEATURE : 

NAME /KEY ; miscjeature 
LOCATION: (564) . . (565) 

OTHER INFORMATION: n equals a,t,g, or c 
FEATURE : 

NAME/KEY: misc_f eature 
LOCATION: (591) . . (591) 

OTHER INFORMATION: n equals a,t,g, or c 
FEATURE : 

NAME /KEY : misc_f eature 
LOCATION: (593) . . (593) 

OTHER INFORMATION: n equals a,t,g, or c 
FEATURE : 

NAME /KEY : misc_ feature 
LOCATION: (612)". . (612) 

OTHER INFORMATION: n equals a,t,g, or c 
US -10-2 64 -04 9-2156 

Query Match 77.4%; Score 405.6; DB 16; Length 629; 

Best Local Similarity 86.5%; Pred. No. 5.7e-119; 

Matches 4 69; Conservative 0; Mismatches 46; Indels 27; Gaps 1; 

QY 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

I I I I I I I I I I I M I I I M I I I II I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I 
Db 14 ANNATGAAACATCTGTGGTTCTTCCTTCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 73 

QY 7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

MIMIIIMI III Ml 1 1 II IIIIMII MMMMMMMMIMMIMM 

Db .74 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTC 13 3 

Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

MUM MUM MUM III Mill II M 1 1 1 II II 1 1 1 1 1 1 1 M II Mill 

Db 134 ACCTGCACTGTCTCTGGTGGCTCCATCAGTAGTTACTACTGGAGCTGGATCCGGCAGCCC 193 

Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

MMI Mill MIMMMIMM I Ml II I Mill IIIIMMMMIII 

Db 194 CCAGGGAAGGGACTGGAGTGGATTGGGTATATCTATTACAGTGGGAGCACCAACTACAAC 2 53 

Qy 250 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 3 09 

. II II 1 1 1 1 1 1 1 1 1 1 I I I I I I I I II I I I I I I I I I I I I | | | M I I I I I I I I I I I M III 
Db 2 54 CCCTCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTG 313 

Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAG 361 

M IMIIMIMIIMIIIIIMIMMMI 1 1 1 II II 1 1 1 1 1 1 1 1 1 II I 

Db 314 AAGCTGAGCTCTGTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGGTCCATAT 3 73 

Qy 362 TAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTC 4 02 

III Mill f I I I I I t I I I I I t I M I i I I 
Db 374 AGCAGCAGCTGGTACeCCCGCGCTGAATACTTCCAGCACTGGGGCCAGGGCACCCTGGTC 4 33 

Qy 4 03 ACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAG 4 62 

M 1 1 1 1 1 M I 1 1 1 II II MMMMMMMMMMMMMMMMMMIIMM 

Db 4 34 ACCGTCTCCTCAGCCTCCACC7VAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAG 4 93 

Qy 4 63 AGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCG 52 2 

M I 1 1 1 1 1 1 II I II M 1 1 1 II II 1 1 1 1 1 II M M I M 1 1 II I II I M 1 1 M I M 1 1 M M 



Db 4 94 AGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCG 55 3 



Qy 523 GT 524 

II 

Db 554 GT 555 



RESULT 7 

US-10-292-088-69 

Sequence 69, Application US/10292088 
Publication No. US20030211100A1 
GENERAL INFORMATION: 
APPLICANT: BEDIAN, VAHE 
APPLICANT: GLADUE, RONALD P . 
APPLICANT: CORVALAN , JOSE 
APPLICANT: JIA, XIAO-CHI 
APPLICANT: FENG, XIAO 

TITLE OF INVENTION: ANTIBODIES TO CD4 0 
FILE REFERENCE: ABX-PF/3 US 

CURRENT APPLICATION NUMBER: US/10/2 92,088 
CURRENT FILING DATE: 2003-03-14 
PRIOR APPLICATION NUMBER: 60/348,980 
PRIOR FILING DATE: 2001-11-09 
NUMBER OF SEQ ID NOS: 14 7 
SOFTWARE: Patentln Ver. 2.1 
SEQ ID NO 6 9 
LENGTH: 1401 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-292-088-69 

Query Match 77.1%; Score 4 04; DB 15; Length 14 01; 

Best Local Similarity 87.2%; Pred. No. 2.3e-118; 

Matches 462; Conservative 0; Mismatches 50; Indels 18; Gaps 1; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

1 1 1 1 II II II II III III MM III MM I II Ml I III 1 1 MM 1 1 MM M Ml 

Db 1 ATGAAACATCTGTGGTTCTTCCTTCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 6 0 

Qy .73 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 13 2 

1 1 1 1 1 1 II III III 1 1 1 1 II MM 1 1 MMIIIMI Illlllll II IMIIIMI 

Db 61 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 

Qy 133 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

mi mill mm m mm 11111111111111111111111 mil n 

Db 121 TGCACTGTCTCTGGTGGCTCCATCAGAGGTTACTACTGGAGCTGGATCCGGCAGCCCCCT 18 0 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

II Mill IMIMMMIMI I III II I Mill MIMIMMIMMM 

Db 181 GGGAAGGGACTGGAGTGGATTGGGTATATCTATTACAGTGGGAGCACCAACTACAACCCC 24 0 

Qy 2 53 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I M 1 1 1 ! 1 1 1 1 1 1 f j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Mill 

Db 241 TCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAG 3 00 
Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 360 

MM Illlllll III III II I IMMM Mill III III I MM I 



Db 



3 01 CTGAACTCTGTGACCGCTGCGGACACGGCCGTGTATTATTGTGCGAGAAAGGGGGGCCTC 3 6 0 



Qy 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 414 

I lllllll Ml IIIIMIIIIIIIIMIMIIIMIIIIIMM 

Db 3 61 TACGGTGACTACGGCTGGTTCGCCCCCTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 420 

Qy 415 GCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGG 4 74 

Mill IMIIIIIIIIIIIIIIIIIIIMMIII MM Mill IMIMIM I I 

Db 421 GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAG 4 80 

Qy 475 GGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

f ! 1 1 1 1 1 1 1 E 1 1 1 f E 1 1 ( 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 i I f 1 1 1 f I r 1 1 1 1 f I 

Db 4 81 AGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 0 



RESULT 8 

US-10-684-109-86 

Sequence 86, Application US/1.0684109 
Publication No. US20040175379A1 
GENERAL INFORMATION: 
APPLICANT: DeVries , Peter J. 
APPLICANT: Green, Larry L. 
APPLICANT: Ostrow, David H. 
APPLICANT: Reilly, Edward B. 
APPLICANT: Wieler, James 

TITLE OF INVENTION: Erythropoietin Receptor Binding 
TITLE OF INVENTION: Antibodies 
FILE REFERENCE: 6989 . US . 02 

CURRENT APPLICATION NUMBER: US/10/684 , 109 
CURRENT FILING DATE: 2 003-10-10 
PRIOR APPLICATION NUMBER: 10/269,711 
PRIOR FILING DATE: 2002-10-14 
NUMBER OF SEQ ID NOS : 115 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 86 
LENGTH: 1990 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-684-109-86 

Query Match 76.3%; Score 399.8; DB 17; Length 1990; 

Best Local Similarity 87.4%; Pred. No. 5.5e-117; 

Matches 450; Conservative 0; Mismatches 62; Indels 3; Gaps 1, 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 7 2 

Mill II llllllllllllll I I ! 1 1 1 1 M 1 1 1 1 1 1 1 MMMMMIMI III 

Db 1 ATGAAGCATCTGTGGTTCTTCCTTCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 60 

Qy 73 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 132 

IIIIIIM Ml III MM MINIM I II I II 1 1 1 III I II II 1 1 II II 1 1 1 1 II 

Db 61 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 

Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

III llllll Mill III Mill II llllllll MIMM It; Mill Ml 

Db 121 TGCACTGTCTCTGGTGCCTCCATCAGTAATTACTACTGGAGCTGGATCCGGCAGCCCCCA 180 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 



II Mill II Mill III II I I I II I I IIIIIM II Mill Ml II 

Db 181 GGGAAGGGACTGGAGTGGATTGGGTATGTCTCTTACAGTGGGAGTACGTACTACAACCCC 24 0 

Qy 2 5 3 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II II II I I IMMIIMMM MIMIIIIIIIIIIIMIIIMIIIIII Mill 

Db 241 TCCCTCAAGGGTCGAGTCACCATGTCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAG 3 0 0 

Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTGG 3 72 

M IIIIM II I Mill III MM IIIIM MMMMMMMIMM II II 

Db 3 01 CTGAGCTCTGTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGAAAAACTGGGG 3 60 
Qy 3 73 TT CGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAGGGC 429 

I III II M I M II II I I 1 1 II 1 1 1 1 1 II II I I 1 1 1 1 M 1 1 1 1 II I 1 1 II II 

Db 3 61 ATTGGAGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCCACGAAGGGC 42 0 

Qy 430 CCATCGGTGTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTG 4 89 

II I 1 1 1 1 1 M M II 1 1 I M I II I I Ml I IIIIMM I I IIIIIM IIIIM 

Db 421 CCATCGGTCTTCCCCCTGGCGCCCTGCTCTAGAAGCACCTCCGAGAGCACAGCGGGCCTG 4 80 

Qy 4 90 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

MMMMMMMMMMMMMMMIMM 

Db 4 81 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 515 



RESULT 9 

US-10-684-10 9-87/C 

Sequence 87, Application US/10684109 
Publication No. US2004 0175379A1 
GENERAL INFORMATION: 
APPLICANT: DeVries, Peter J. 
APPLICANT: Green, Larry L. 
APPLICANT: Ostrow, David H. 
APPLICANT: Reilly, Edward B. 
APPLICANT: Wieler, James 

TITLE OF INVENTION: Erythropoietin Receptor Binding 
TITLE OF INVENTION: Antibodies 
FILE REFERENCE: 6 98 9. US. 02 

CURRENT APPLICATION NUMBER: US/ 10/684, 109 
CURRENT FILING DATE: 2003-10-10 
PRIOR APPLICATION NUMBER: 10/269,711 
PRIOR FILING DATE: 2002-10-14 
NUMBER OF SEQ ID NOS : 115 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 87 
LENGTH: 1990 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-684-109-87 

Query Match 76.3%; Score 399.8; DB 17; Length 1990; 

Best Local Similarity 87.4%; Pred. No. 5.5e-117; 

Matches 450; Conservative 0; Mismatches 62; Indels 3; Gaps 1; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

Mill II MMIMMIMM MIIIIIIMIIIIMI M I M I 1 1 1 If ! M III 

Db 1990 ATGAAGCATCTGTGGTTCTTCCTTCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 1931 



Qy 7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 132 

MINIM Ml Ml MM MIMM! I M I M II M M M M M M I M II M M 

Db 193 0 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 1871 

Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

III MMM Mill Ml Mill MMMMMMMMIMM Mill III 

Db 18 7 0 TGCACTGTCTCTGGTGCCTCCATCAGTAATTACTACTGGAGCTGGATCCGGCAGCCCCCA 1811 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

II Mill IMIMMIIMM I II I I Mill II II MMM 

Db 1810 GGGAAGGGACTGGAGTGGATTGGGTATGTCTCTTACAGTGGGAGTACGTACTACAACCCC 1751 

Qy 2 53 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II .MMM MIMM MMM 1 1 1 1 1 I I.I 1 1 M II M M I II II M M 1 1 Mill . 

Db 17 5 0 TCCCTCAAGGGTCGAGTCACCATGTCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAG 16 91 

Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTGG 3 72 

I U MIMM I U M MMM M II I M I I M II I 1 1 II I II II 

Db 16 90 CTGAGCTCTGTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGAAAAACTGGGG 1631 
Qy 3 73 TT CGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAGGGC 42 9 

I Ml I II II I II M I 1 1 1 1 1 M I M II 1 1 1 1 II M II I M II M 1 1 II 1 1 1 

Db - 163 0 ATTGGAGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCCACCAAGGGC 1571 

Qy 4 30 CCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTG 4 89 

1 1 II I M I II M 1 1 1 II M I 1 1 II Ml I II MMM I I MIMM MMM 

Db 15 70 CCATCGGTCTTCCCCCTGGCGCCCTGCTCTAGAAGCACCTCCGAGAGCACAGCCGCCCTG 1511 

Qy 4 90 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

MIMIIIIMIIIIIIIIMIMIIIIMIIMI 

Db 1510 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 14 7 6 



RESULT 10 
US-10-292-088-29 

Sequence 29, Application US/10292088 
Publication No. US200302 11100A1 
GENERAL INFORMATION : 
APPLICANT: BED IAN, VAHE 
APPLICANT: GLADUE , RONALD P. 
APPLICANT: CORVALAN, JOSE 
APPLICANT: JIA, XIAO-CHI 
APPLICANT: FENG, XIAO 

TITLE OF INVENTION: ANTIBODIES TO CD4 0 
FILE REFERENCE: ABX-PF/3 US 

CURRENT APPLICATION NUMBER: US/10/2 92 , 088 
CURRENT FILING DATE: 2 003-03-14 
PRIOR APPLICATION NUMBER: 60/348,980 
PRIOR FILING DATE: 2001-11-09 
NUMBER OF SEQ ID NOS : 147 
SOFTWARE: Patentln Ver. 2.1 
SEQ ID NO 2 9 
LENGTH: 14 01 
TYPE : DNA 

ORGANISM: Homo sapiens 
US-10-292-088-29 



Query Match 75.9%; Score 397.6; DB 15; Length 1401; 

Best Local Similarity 86.4%; Pred . No. 2.5e-116; 

Matches 458; Conservative 0; Mismatches 54; Indels 18; Gaps 



1; 



QY 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

IMIII II MINIM MINI MIMIMMMIMM IMMMIMIMI III 

Db 1 ATGAAACATCTGTGGTTCTTCCTTCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 6 0 

QY 7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 132 

IIMIMI III Ml MM IIIIIIM I f 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 f f t E I f t E I J 1 1 

Db 61 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 

Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCC AGCCACCA 192 

Ml MMM MUM Ml II 1 1 IMMIMMM 1 1 I M I M I Mill III 

Db 121 TGCACTGTCTCTGGTGGCTCCATCAGAAGTTACTACTGGACCTGGATCCGGCAGCCCCCA 18 0 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

M Mill II M II II I M I M I Ml II I Mill IMMMIMIMI II 

Db 181 GGGAAGGGACTGGAGTGGATTGGATATATCTATTACAGTGGGAGCACCAACTACAATCCC 24 0 

Qy 2 53 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

M M M M M 1 1 M I M I M M 1 1 M f I M I M II MM MM MM II II Mill 

Db 241 TCCCTCAAGAGTCGAGTCACCATATCAGTAGACATGTCCAAGAACCAGTTCTCCCTGAAG 3 00 
Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 360 

Mill 1 1 M f 1 1 M M I M 1 1 M M M I II IMMIIIIIIIIM 

Db 3 01 CTGAGTTCTGTGACCGCTGCGGACACGGCCGTTTATTACTGTGCGAGAAAGGGTGACTAC 3 60 
Qy 361 GTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 414 

Mill II Ml M 1 1 1 1 1 1 1 1 M I M M M M M I ( 1 1 II M 1 1 

Db 3 61 GGTGGTAATTTTAACTACTTTCACCAGTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 42 0 

Qy 415 GCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGG 4 74 

Mill MIIIIIIIIIIIMMIIIMMMIM MM Mill MM Mill I I 

Db 421 GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAG 4 80 

Qy 4 75 GGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

1 1 M I M II II I II I M 1 1 M I M M II M II M II II II M II I II II 

Db 4 81 AGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 53 0 

RESULT 11 
US-10-684-109-98 

Sequence 98, Application US/10684109 
Publication No. US2 004 0175379A1 
GENERAL INFORMATION: 
APPLICANT: DeVries, Peter J. 
APPLICANT: Green, Larry L. 
APPLICANT: Ostrow, David H. 
APPLICANT: Reilly, Edward B . 
APPLICANT: Wieler, James 

TITLE OF INVENTION: Erythropoietin Receptor Binding 
TITLE OF INVENTION: Antibodies 
FILE REFERENCE: 6 98 9. US. 02 

CURRENT APPLICATION NUMBER: US/ 10/ 6 84 , 109 
CURRENT FILING DATE: 2003-10-10 
PRIOR APPLICATION NUMBER: 10/269,711 



PRIOR FILING DATE: 2002-10-14 
NUMBER OF SEQ ID NOS : 115 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 98 
LENGTH: 19 90 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-684-109-98 

Query Match 75.7%; Score 396.6; DB 17; Length 1990; 

Best Local Similarity 87.0%; Pred. No. 5.8e-116; 

Matches 448; Conservative 0; Mismatches 64; Indels 3; Gaps 1; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

MIIIIIII III llllll lllll MMMIIMMIMM MIMMMIMM III 

Db 1 ATGAAACACCTGTGGTTCTTCCTTCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 60 

Qy 73 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 132 

IMIIMI III III MM llllllll MMMIMMMMMMMIMIMM 

Db 61 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 

Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

IIIIIIIIIIIIII llllllll II 1 1 1 1 1 1 1 1 II I II II 1 1 1 1 1 1 1 I II I 

Db 121 TGCACTGTCTCTGGTGTCTCCATCAGTAATTACTACTGGAGCTGGATCCGGCAGTCCCCA 180 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 25 2 

II lllll MIMMMIMM I Ml M I lllll II II I MIMIII 

Db 181 GGGAAGGGACTGGAGTGGATTGGATATATCTATTACAGTGGGAGTCCCTATTACAACCCC 24 0 

Qy 2 53 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II llllll III MINIM lllll I II MM Ml II I MM 1 1 lllll I Ml I 

Db 241 TCCCTCAAGAGTCGAGTCACTATATCTGCAGACACGTCCAAGAACCAATTCTCCCTGAAG 3 00 

Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTGG 372 

III MM MIMIMIMM I IIMIIII I I II M I I II I M II II I! M 

Db 3 01 CTGAGCTCTGTGACCGCTGCGGACACGGCCATTTATTACTGTGCGAGAGAAAAACTGGGG 36 0 
Qy 3 73 TT CGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAGGGC 42 9 

I Ml 1 1 1 II I II M II II 1 1 1 1 II 1 1 1 II I II 1 1 M II II II I II 1 1 II 1 1 

Db 3 61 ATTGGAGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCCACCAAGGGC 42 0 

Qy 43 0 CCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTG 4 89 

MIMMMMMMIMM MM III I llllllll I I II llllll 

Db 421 CCATCGGTCTTCCCCCTGGCGCCCTGCTCTAGAAGCACCTCCGAGAGCACAGCCGCCCTG 4 80 



Qy 4 90 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

I I I I I I I I I I I I I II I I I I I I I I I I I I II I I I I I I 
Db 4 81 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 515 



RESULT 12 

US-10-684-109-99/C 

; Sequence 99, Application US/10684109 
; Publication No. US20040175379A1 
; GENERAL INFORMATION: 

APPLICANT: DeVries, Peter J. 

APPLICANT: Green, Larry L. 



APPLICANT: Ostrow, David H. 
APPLICANT: Reilly, Edward B. 
APPLICANT: Wieler, James 

TITLE OF INVENTION: Erythropoietin Receptor Binding 
TITLE OF INVENTION: Antibodies 
FILE REFERENCE: 6 98 9 . US . 02 

CURRENT APPLICATION NUMBER: US/ 10/684 , 109 
CURRENT FILING DATE : 2003-10-10 
PRIOR APPLICATION NUMBER: 10/269,711 
PRIOR FILING DATE: 2002-10-14 
NUMBER OF SEQ ID NOS : 115 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 99 
LENGTH: 1990 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-684-109-99 

Query Match 75.7%; Score 396.6; DB 17; Length 1990; 

Best Local Similarity 87.0%; Pred. No. 5.8e-116; 

Matches 44 8; Conservative 0; Mismatches 64; Indels 3; Gaps 1; 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

IIMIMIIIIIMIIIMIMI lllllllllllllllll IIIMIIIIIIIII Ml 

Db 1990 ATGAAACACCTGTGGTTCTTCCTTCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 1931 

Qy 73 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 13 2 



II III III MM I MM MIIIIIIIIIIIMIMIIIIMMII 



Db 193 0 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 1871 

Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

III MIIIMIIII III Mill 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 T 1 1 1 I III 

Db 187 0 TGCACTGTCTCTGGTGTCTCCATCAGTAATTACTACTGGAGCTGGATCCGGCAGTCCCCA 1811 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

II Mill IIMIIIIIIMM I Ml M I Mill II II I 1 1 1 1 1 1 i I 

Db 1810 GGGAAGGGACTGGAGTGGATTGGATATATCTATTACAGTGGGAGTCCCTATTACAACCCC 1751 

Qy 25 3 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II Ml M Mill I. I II MM I III II II II I Mill Mill 

Db 1750 TCCCTCAAGAGTCGAGTCACTATATCTGCAGACACGTCCAAGAACCAATTCTCCCTGAAG 1691 

Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTGG 372 

I 1 1 1 1 1 1 1 1 1 1 1 1 M II M II 1 1 1 1 II I I I IIMIIIIIIMM M II 

Db 1690 CTGAGCTCTGTGACCGCTGCGGACACGGCCATTTATTACTGTGCGAGAGAAAAACTGGGG 1631 
Qy 3 73 TT CGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAGGGC 42 9 

I III I 1 1 1 M I M I M I E I M M i M 1 1 M I I M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 

Db 163 0 ATTGGAGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCCACCAAGGGC 1571 

Qy 4 3 0 CCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTG 4 8 9 

IIIMIIIIIIIII II MM MM III I II MM II III MM |||| 

Db 1570 CCATCGGTCTTCCCCCTGGCGCCCTGCTCTAGAAGCACCTCCGAGAGCACAGCCGCCCTG 1511 

Qy 4 90 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 52 4 

1 M M M I i M M I ! M M 1 1 M I M I It 1 1 1 i i I 

Db 1510 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 147 6 



RESULT 13 
US-10-292 -088 -21 

Sequence 21, Application US/10292088 
Publication No. US2 003 0211100A1 
GENERAL INFORMATION : 
APPLICANT: BEDIAN, VAHE 
APPLICANT: GLADUE, RONALD P. 
APPLICANT: CORVALAN, JOSE 
APPLICANT: JIA, XIAO-CHI 
APPLICANT: FENG, XIAO 

TITLE OF INVENTION: ANTIBODIES TO CD4 0 
FILE REFERENCE: ABX-PF/3 US 

CURRENT APPLICATION NUMBER: US/10/292 , 088 
CURRENT FILING DATE: 2003-03-14 
PRIOR APPLICATION NUMBER: 60/348,980 
PRIOR FILING DATE: 2001-11-09 
NUMBER OF SEQ ID NOS : 14 7 
SOFTWARE: Patentln Ver. 2.1 
SEQ ID NO 21 
LENGTH: 13 95 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-292-088-21 

Query Match 74.9%; Score 3 92.4; DB 15; Length 13 95; 

Best Local Similarity 86.1%; Pred. No. 1.2e-114; 

Matches 451; Conservative 0; Mismatches 61; Indels 12; Gaps 1; 

Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

IIIIIIIIMIIIIIIIIIIIIIIII llllllllllllll I I I I I I I t I I i I I I III 
Db 1 ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 60 

Qy 7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 13 2 

MINIM Ml III MM I MUM I II 1 1 1 1 1 M I M 1 1 li 1 1 1 1 1 II M I I M 

Db 61 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 

Qy 13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

III MUM Mill I III Mill IMMMIMM Ml I Ml 1 1 Mill J 

Db 121 TGCACTGTCTCTGGTGGCTCCATCAGTAGTTACTACTGGATCTGGATCCGGCAGCCCGCC 180 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

II Mill Mill MM MM II M II Ml IIIIMIIIIIIIIMI 

Db 181 GGGAAGGGACTGGAATGGATTGGGCGTGTCTATACCAGTGGGAGCACCAACTACAACCCC 24 0 

Qy 2 53 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II MM Ml II Ml!' It I M 1 1 It 1 1 1 ! { 1 1 1 M ! I E 1 1 1 M I K IMM 

Db 241 TCCCTCAAGAGTCGAGTCACCATGTCAGTAGACACGTCCAAGAACCAGTTCTCCCTGAAG 3 00 

Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATT - - 3 70 

I I I M I I I M II I II II I I I I II II I II I II II II I II II M M II I I II 

Db 301 CTGAGCTCTGTGACCGCCGCGGACACGGCCGTGTATTACTGTGCGAGAGATGGTCTTTAC 3 60 

Qy 371 GGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

I I III MM MM II III MMMMMMMMIMM 

Db 361 AGGGGGTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCACCGTCTCCTCAGCCTCC 42 0 



Qy 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 480 

IMIIMIIIIIIIIIIIIIMMIIMI 1 1 II Mill lllllllll I I Mill 

Db 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACA 480 

Qy 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTGCCCGAACCGGT 524 

MMIMIIIIIIIIIIIMIIMIIIIIIIIMIIIIIIMII 

Db 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 



RESULT 14 
US-09-972-656-65 

Sequence 65, Application US/09972656 
Publication Wo. US2003 0099647A1 
GENERAL INFORMATION: 
APPLICANT: Deshpande, Rajendra 
APPLICANT: Tsai, Mei-Mei 

TITLE OF INVENTION: Fully Human Antibody Fab Fragments with Human Interferon- 
Gamma 

TITLE OF INVENTION: Neutralizing Activity 
FILE REFERENCE: A- 799 

CURRENT APPLICATION NUMBER: US 709/972,656 
CURRENT FILING DATE: 2001-10-05 
NUMBER OF SEQ ID NOS : 13 5 
SOFTWARE: Patentln version 3.0 
SEQ ID NO 65 
LENGTH: 669 
TYPE: DNA 

ORGANISM: Homo sapiens 
FEATURE : 
NAME /KEY: CDS 
LOCATION: (1) . . (669) 
US-09-972-656-65 

Query Match 73.5%; Score 385.2; DB 10; Length 669; 

Best Local Similarity 90.9%; Pred. No. 1.9e-112; 

Matches 4 27; Conservative 0; Mismatches 28; Indels 15; Gaps 1; 
Qy 7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

IIIIMIIMI 1 1 1 1 1 f i 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 E f 1 1 1 i 1 1 1 1 1 1 1 f 1 1 f 1 1 E 1 1 1 1 

Db 1 CAGGTGCAGCTGCAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 60 

Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 189 

IMMMIMMMMMM M M M M M M M M M M M I M I M M M M M M 

Db 61 ACCTGCGCTGTCTATGGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCC 12 0 

Qy 190 CC AGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 249 

M M I MMI MMMMMMM M M M M M M M M M M I M M M M M M 

Db 121 CCAGGGAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAAGCACCAACTACAAC 18 0 

Qy 2 50 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 3 09 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 III 

Db 181 CCGTCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTG 24 0 
Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAG 3 61 

II INI Ml II I Mill II IMIIIMIIIIIIIIMIMIIMMIMI 

Db 241 AAGCTGAGCTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGAGGCCGGGCA 300 



Qy 



362 



TAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA 4 14 



Db 



301 



CGGAACTGGAGATCGCGTTTTGACTACTGGGGGCAGGGAACCCTGGTCACCGTCTCTAGT 3 60 



Qy 



415 



GCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGG 4 74 



Db 



361 




Qy 



475 



GGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCG AACCGGT 524 



Db 



421. 




RESULT 15 
US-10-194-801C-1 

; Sequence 1, Application US/10194801C 
; Publication No. US2 003 014 3 643 Al 
GENERAL INFORMATION: 



TITLE OF INVENTION: Rh Antibody 
NUMBER OF SEQUENCES: 11 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Shapiro & Dupont LLP 

STREET: 233 Wilshire Boulevard, Suite 700 
, CITY: Santa Monica 

STATE : CA 

COUNTRY: USA 

ZIP: 90067 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy Disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: Windows 2000 

SOFTWARE: MS Word 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 10/ 194 , 8 01C 

FILING DATE: ll-Mar-2003 

CLASSIFICATION:- <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 09/372,425 

FILING DATE: August 11, 1999 
ATTORNEY/AGENT INFORMATION: 

NAME: Oldenkamp, David J. 

REGISTRATION NUMBER: 29,421 

REFERENCE/DOCKET NUMBER: 0180.0033 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (310) 319-5411 

TELEFAX: (310) 319-5401 
INFORMATION FOR SEQ ID NO : 1 : 
SEQUENCE CHARACTERISTICS: 

LENGTH: 2 674 nucleotides 

TYPE: nucleotide 

STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE: Heavy chain with Tailpiece - DNA 



APPLICANT: Sherie L. Morrison 
Ramon Montano 



(with introns) 



SEQUENCE DESCRIPTION: SEQ ID NO: 1 
US-10-194-801C-1 



Query Match 73.5%; Score 385.2; DB 15; Length 2674; 

Best Local Similarity 83.8%; Pred . No. 2.7e-112; 

Matches 469; Conservative 0; Mismatches 43; Indels 48; Gaps 1, 
Qy 13 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 72 

I Mill III III II III III MINIMI llllllllllll Ml MINIM III III 

Db 1 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 60 

Qy 7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 13 2 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIMIIIMIIIIIIIIIMIIIII 

Db 61 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 12 0 

Qy 133 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

II I III III INN Ml 1 1 1 1 1 1 II II INN 1 1 1 1 1 1 1 1 IN 

Db 121 TGCGCTGTCTATGGTGGGTCCTTCAGTGGTCACCACTGGAGTTGGATCCGCCAGCCCCCA 180 

Qy 193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

I I Mill IMIMMMMII II 1 1 II IMMIMIIIMIIIIII MINIMI 

Db 181 GGGAAGGGGCTGGAGTGGATTGGAGAAATCGATCATAGTGGAAGCACCAATTACAACCCG 24 0 

Qy 2 53 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II II 1 1 II I II II N II 1 1 1 1 1 II 1 1 II II 1 1 II 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 II II 

Db 241 TCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCGTGAAG 3 00 

Qy 313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAATTG- 3 71 

MM IMMMIMM 1 1 1 1 1 1 1 ! 1 1 1 I M f 1 1 1 1 M 1 1 ( i 1 1 i I f MM 

Db 3 01 CTGACCTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGAAGCCGGCATTGT 3 60 
Qy 3 72 GTTCGACCCTTGG 3 84 

INI III 

Db 3 61 ACAAGTATCAGCTGTTTTCAGTATTATTTAGGATACTACTACTACTACATGGACGTCTGG 42 0 

Qy 3 85 GGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCC 444 

III III ! M MMMMMMIIMM M 1 1 1 1 1 E 1 i 1 1 1 M I E 1 1 1 1 1 I i 

Db 421 GGCAAAGGGACCACGGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCATCGGTCTTCCCC 4 80 

Qy 44 5 CTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAG 504 

Mill MM MM! M i 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 i 1 1 1 1 1 

Db 4 31 CTGGCGCCCTGCTCCAGGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAG 54 0 

Qy 5 05 GACTACTTCCCCGAACCGGT 52 4 

II M 1 1 1 1 I I M 1 1 1 1 M II 

Db 541 GACTACTTCCCCGAACCGGT 56 0 



Search completed: December 3, 2004, 02:43:23 
Job time : 4 03.747 sees 

GenCore version 5.1.6 
Copyright (c) 1993 - 2 0 04 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 



Run on : 



December 2, 2004, 12:19:03 ; Search time 2727.54 Seconds 

(without alignments) 
7000.593 Million cell updates/sec 



Title: US -08- 72 8-46 3B -219 

Perfect score: 524 

Sequence: 1 AAGCTTGCCACCATGAAACA GACTACTTCCCCGAACCGGT 524 

Scoring table: IDENT I TY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 32822875 seqs, 18219865908 residues 

Total number of hits satisfying chosen parameters: 65645750 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 
BQ706553 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



BQ706553 980 bp mRNA linear EST 16-JUL-2002 

AGENCOURT_84 8 7 92 0 NIH_MGC_113 Homo sapiens cDNA clone IMAGE : 63 00742 
5 • , mRNA sequence . 
BQ706553 

BQ706553.1 GI:21845452 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 980) 

NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 

Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Dr. Mark Watson 
cDNA Library Preparation: Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 



Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E. Consort ium/LLNL at: 
http://image.llnl.gov 
Plate: LLCM2515 row: h column: 23 
High quality sequence stop: 479. 
FEATURES Location/Qualifiers 
source l . .980 

/organism= "Homo sapiens" 
/mo l_t ype = " mRNA " 
/db_xref ="taxon: 9606" 
/clone= " IMAGE : 63 00742 " 
/lab_host="DH10B (phage-resistant) " 
/ c 1 one_l ib= " NIH_MGC_1 1 3 " 

/note="0rgan: spleen; Vector: pOTB7; Site_l: Xhol; Site_2 : 
EcoRI; cDNA made by oligo-dT priming. Direct ionally cloned 
into EcoRl/XhoI sites using the following 5' adaptor: 
GGCACGAG (G) . Library constructed by Ling Hong in the 
laboratory of Gerald M. Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and 
Superscript II RT (Life Technologies). Note: this is a 
NIH MGC Library." 

ORIGIN 

Query Match 85.8%; Score 449.4; DB 5; Length 980; 

Best Local Similarity 92.9%; Pred. No. le-115; 

Matches 4 84; Conservative 0; Mismatches 31; Indels 6; Gaps 1; 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 69 

I 1 1 1 1 1 1 1 1 1 1 >! 1 1 1 1 1 f I ! 1 1 1 1 1 1 1 1 f 1 1 i ! 1 1 1 1 1 1 f 1 1 MIIIIIIIIIIM 

Db 16 AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 7 5 

QY 70 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

MMMMMMMMIMMMMMMMMMIMMMMMMMMMMMM 

Db 76 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 135 

Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 II 1 1 1 II M 1 1 1 1 1 1 1 II I II 1 1 1 1 1 II 1 1 II M 1 1 M 1 1 

Db 13 6 ACCTGCGCTGTCTATGGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCC 195 

Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

Mill Mill I Mill 'U MIMIMMIIMMIMMM MUM 

Db 196 CCAGGGAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAAGCACGAACTACAAC 2 55 

Qy 25 0 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 3 0 9 

Mill MMMMMMIMIMMIMMI 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 M Ml 

Db 25 6 CCGTCCCTCAAGAGTCGAGTCACCATATCAGTCGACACGTCCAAGAACCAGTTGTCCCTG 315 
Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA GTA 3 63 

M IIIIIIIMIIMMII I 1 1 f 1 1 1 1 1 1 1 1 1 1 1 f 1 1 I E f 1 1 1 i 1 1 II 1 1 

Db 316 AACCTGAGCTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGCGATGTGTCGTT 3 75 

Qy 3 64 ATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACC 42 3 

M I II I MINIM III I MMMMIMMIIMMMIMM III 

Db 37 6 ATAGGGAAGATCCAGTATTGGGGCCAGGGCACCCTGGTCACCGTCTCCTCAGCCTCCACC 43 5 

Qy ' 4 24 AAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCG 4 83 

MMIIIMIIIIIIIIIIIIMIIIIIIIIIMIMIIIIIIIIIMMIIIIIIIII 



Db 4 36 AAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCA 4 95 

Qy 4 84 GCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 52 4 

MINIMUM III MINIUM MINIMI! Ill Ml 

Db 4 96 GCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 536 



RESULT 2 
EQ7 07 8 03 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini ; Hominidae; Homo. 



BQ707803 931 bp mRNA linear EST 16-JUL-2002 

AGENCOURT_83 53 015 NIH_MGC_113 Homo sapiens cDNA clone IMAGE : 6278020 
5 1 , mRNA sequence . 
BQ707803 

BQ707803.1 GI:21846702 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 931) 
NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Dr. Mark Watson 
cDNA Library Preparation: Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 

found through the I.M.A.G.E. Consort ium/LLNL at: 

http : / / image . llnl . gov 

Plate LLCM2465 row: f column: 05 

High quality sequence stop: 736. 
Location/Qualif iers 
1. .931 

/organism^ "Homo sapiens" 

/mol_type= "mRNA" 

/db_xref =" taxon: 9606" 

/clone= " IMAGE : 62 7 802 0" 

/lab host-"DH10B (phage-resistant ) " 

/clone_lib="NIH_MGC__113 " 

/note= "Organ: spleen; Vector: pOTB7; Site_l : Xhol ; Site_2 : 
EcoRI; cDNA made by oligo-dT priming. Directionally cloned 
into EcoRl/XhoI sites using the following 5' adaptor: 
GGCACGAG (G) . Library constructed by Ling Hong in the 
laboratory of Gerald M. Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and 
Superscript II RT (Life Technologies). Note: this is a 
NIH_MGC Library." 



ORIGIN 



Query Match 83.6%; 
Best Local Similarity 90.4%; 
Matches 490; Conservative 



Score 43 8; DB 5; Length 931; 
Pred. No. 1.7e-112; 
0; Mismatches 25; Indels 27; 



Gaps 



1; 



Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 69 



I IIMIIIIIIIIIIIMIIIMIIIIIIMIIIIMMIIM 1 1 1 1 1 1 II 1 1 1 1 1 1 

AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 8 2 



Db 


23 


AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 


82 


Qy 


70 


CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 


129 


Db 


83 


IMIIIIIIIIIIIMIMIIIIIIIIIIIIIMIIIIIIIIIIMIIIMIMIIIMI 

CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCGTC 


142 


Qy 


130 


ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 

MINIMUM MM II MMIMMIMMIMMMMMMMMMIMM 

ACCTGCGCTGTGCATGGCGGGTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCC 


189 


Db 


143 


202 


Qy 


190 


CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 

Mill Mill II II Mill Mill MMMMMMMMMMMMMMIMM 

CCAGGGAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAAGCACCAACTACAAC 


249 


Db 


203 


262 


Qy 


250 


CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 

Mill MMIIIMMIMM IIIIMIIIIIIMIIIIIMIIIIMMIIII Ml 

CCGTCCCTCAAGAGTCGAGTCAACATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTG 


309 


Db 


263 


322 


Qy 


310 


AAACTGAGCTCTGTGACCGCTGCGGAGACGGCTGTGTATTACTGTGCGAG 

M IMIIMIIIIIIIMI IIIIIIIIIIIIIIIIIIIIIIIIIIMI 

AAGCTGAGCTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGACGACATCGG 


359 


Db 


323 


382 


Qy 


360 


AGTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTC 


402 


Db 


383 


1 1 1 lllllllllll MM II 111111111111111 

CTATGGTTCGGGGACTTATTCTGTTCCTGGTTCGACCCCTGGGGCCAGGGAACCCTGGTC 


442 


Qy 


403 


ACCGTCTCCTCAGCCTCAACCAAGGGGCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAG 

II Ml Ml MM MM II 1 1 M II M II II 1 1 II 1 II 1 1 II 1 1 II M 1 1 1 II 1 1 1 1 II 

ACCGTGTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAG 


462 


Db 


443 


502 


Qy 


463 


AGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCG 

MIIIIIIIIMIIIIIMIMIIIIIIMIIIIMIIIIIIIIIIIMIIMIIMIII 

AGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACGG 


522 


Db 


503 


562 


Qy 


523 


GT 524 




Db 


563 


M 

GT 564 





RESULT 3 
BQ878887 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



BQ878887 931 bp mRNA linear EST 16-AUG-2002 

AGENCOURT_81197 07 Lupski_dorsal_root__gangl ion Homo sapiens cDNA 
clone IMAGE : 6177774 5', mRNA sequence. 
BQ878887 

BQ878887.1 GI:22270895 
EST . 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata,- 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 931) 
NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 



Craniata ; Vertebrata ; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Dr. James R . Lupski 
cDNA Library Preparation: Life Technologies, Inc. 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 

found through the I.M.A.G.E. Consortium/ LLNL at: 

http : / /image . llnl . gov 

Plate: LLAM13556 row: e column: 07 
High quality sequence start: 18 
High quality sequence stop: 7 05. 
FEATURES Location/Qualifiers 
source 1. .931 

/organism="Homo sapiens" 

/mol__type="mRNA" 

/db_xref ="taxon: 9606" 

/clone=" IMAGE: 6177774" 

/sex="male" 

/tissue_type= "dorsal root ganglia" 
/dev_stage= "adult , 36 yr" 
/lab_host= ,! DH10B" 

/clone__lib="Lupski_dorsal_root_ganglion " 

/note= "Vector : pCMV-SP0RT6 (Life Technologies); Site_l: 

Not I; Site_2: Sail; cDNA made by oligo-dT priming. 

Directionally cloned using the following adaptors: 

5 ' - TCGACCCACGCGTCCG - 3 » and 

5 ' -GACTAGTTCTAGATCGCGAGCGGCCGCCCT ( 15 ) -3 ' . Size selected > 
1 kb for average insert length 1.7 kb . This is a primary 
library, non-amplified. Library constructed by Life 
Technologies and donated by J. Lupski, M.D./Ph.D. (Baylor 
College of Medicine) and is available through Life 
Technologies." 

ORIGIN 

Query Match 82.4%; Score 432; DB 5; Length 931; 

Best Local Similarity 90.6%; Pred . No. 8.3e-lll; 

Matches 475; Conservative 0; Mismatches 40; Indels 9; Gaps 1; 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

I MMIIIIIIIIIIMIIIMIMIIIIIIIIMIIIIIIII MINIUM Ml 

Db 34 AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 93 

Qy 7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

IMIIIIIIIIIIIIIIIMIIIIMIMIIMIMIMIIIIIIIIIMIIIMIIIII 

Db 94 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 15 3 

Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

MIMIIIIIIIIII I 1 1 1 lllllll II IIIIIIIIIIIIMIIMMIIIIIII 

Db 154 ACCTGCGCTGTCTATAGTGGGTCCTTCACTGCTTACTACTGGAGCTGGATCCGCCAGCCC 213 

Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

Mill Mill llllllllllllll MIMMIII I II II M IMIMIMIMM 

Db 214 CCAGGGAAGGGGCTGGAGTGGATTGGGGAAATCAATCTTAGTGGAGGCACCAACTACAAC 2 73 

Qy 250 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 309 

Mill MM 1 1 1 1 MIMI MM MIMIIMMIMIMM I II I III 

Db 2 74 CCGTCCCTCAGGAGTCGAGTCACCATTTCAGCAGACACGTCCAAGAACCAGGTCTCCCTG 333 



Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAAT 3 69 

II UN II II I Mill I II III II MINI I Mil I I I I 

Db 3 34 AAGCTGAGCTCTGTGACCGCCGCGGACACGGCTCTGTATTACTGTGCGAGAGGTGTGCTT 3 93 
Qy 3 70 TGG TTCGACCCTTGGGGGCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCA 42 0 

I I II Ml MMIMMIIMIIMIIIIIIIIIIIIIIIIIIMI 

Db 3 94 TCGTTGTACTACTTTGACTACTGGGGCCAGGGAAGCCTGGTCACCGTCTCCTCAGCCTCG 453 

Qy 421 ACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACA 480 

1 1 1 1 f ! 1 1 1 1 f 1 1 1 1 1 1 f 1 1 1 1 1 1 f 1 1 ! I 1 1 1 1 Mill 1 1 1 [ I ; I I Mill 

Db 4 54 ACCAAGGGCCCATCGGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACA 513 

Qy 4 81 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 52 4 

IMIIIIIIIMIIIIIIIIIIMIIIIMMIIMMIIIMI 

Db 514 GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCGCCGAACCGGT 557 

RESULT 4 
BQ710722 

LOCUS BQ710722 987 bp mRNA linear EST 16-JUL-2002 

DEFINITION AGENCOURT_82 92 3 32 NIH_MGC__113 Homo sapiens cDNA clone IMAGE : 6280863 

5 T , mRNA sequence. 
ACCESSION BQ710722 

VERSION 3Q710722.1 GI:21849621 

KEYWORDS EST . 

SOURCE Homo sapiens (human) 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 987) 

AUTHORS NIH-MGC http://mgc.nci.nih.gov/. 

TITLE National Institutes of Health, Mammalian Gene Collection (MGC) 

JOURNAL Unpublished (1999) 
COMMENT Contact: Robert Strausberg, Ph.D. 



Email: cgapbs-r@mail.nih.gov 
Tissue Procurement: Dr. Mark Watson 
cDNA Library Preparation: Rubin Laboratory 
cDNA Library Arrayed by: The ^ I . M . A. G . E . Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E. Consortium/ LLNL at: 
http://image.llnl.gov 
Plate: LLCM2472 row: 1 column: 16 
High quality sequence stop: 53 0. 
FEATURES Location/Qualifiers 
source 1. .987 

/organism= "Homo sapiens" 
/mol_type^ "mRNA" 
/db_xref ="taxon: 9606" 
/clone= "IMAGE: 6280863" 
/lab_host="DH10B (phage- resistant ) " 
/clone_lib="NIH_MGC_113 " 

/note="0rgan: spleen; Vector: pOTB7; Site_l: Xhol; Site_2 : 
EcoRI; cDNA made by oligo-dT priming. Directionally cloned 
into EcoRl/XhoI sites using the following 5' adaptor: 
GGCACGAG ( G ) . Library constructed by Ling Hong in the 



laboratory of Gerald M. Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and 
Superscript II RT {Life Technologies). Note: this is a 
NIH_MGC Library. " 

ORIGIN 



Query Match 80.4%; Score 421.4; DB 5; Length 987; 

Best Local Similarity 88.6%; Pred . No. 8.3e-108; 

Matches 4 83; Conservative 0; Mismatches 26; Indels 36; Gaps 1; 



Qy 


16 


AAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAGGTG 


75 


Db 


1 


1 1 1 i 1 1 1 1 1 1 1 1 1 1 i 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 

AAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAGGTG 


60 


Qy 


76 


CAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACCTGC 


135 


Db 


61 


IIIIIIMIIIIIMIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIMIIIIIIM 

CAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACCTGC 


120 


Qy 


136 


GCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCAGGT 


195 


Db 


121 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 i ii 1 1 ii 1 1 1 1 1 ii 1 1 1 M 1 1 1 1 1 ii m 1 1 1 ii 1 1 ii i 1 1 in 

GCTGTCTATGGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCCCCAGGG 


180 


Qy 


196 


AAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCGTCT 

IN IIIMIIIMMII IIIIIIMMIIIIIIIIIIMIIIIMIIIIIIMM 

AAGGGACTGGAGTGGATTGGGGAAATCAATCATAGTGGAAGCACCAACTACAACCCGTCC 


255 


Db 


181 


240 


Qy 


256 


CTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAACTG 

MIIIIMII MHMIIIIMI II MIUII Mill MilMIMI ||||| II 

CTCAAGAGTCGAGTCACCATATCACTAGACACGTCCAAGAACCAGTTCTCCCTGAAGCTG 


315 


Db 


241 


300 


Qy 


316 


AGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTA 

IMIIIIIIIIMI IIIIIIIMIIIIIIIMIMIIIIIIIM 1 1 

AGCTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGACGGAAAACCTATTAT 


367 


Db 


301 


360 


Qy 


368 


ATTGGTTCGACCCTTGGGGCCAGGGAACCCTG 


399 


Db 


361 


II II Ml IIIIIIIIIMIII IN 

GATTACGTTTGGGGGAGTTATCGTCCCCTTTACTTTGACTACTGGGGCCAGGGAACGCTG 


420 


Qy 


400 


GTCACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCC 

IIMIMIIIIIMIIMM MIIIMIIIIIIIIIIIIIMIIIIIMIIIIIIIIII 

GTCACCGTCTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCC 


459 


Db 


421 


480 


Qy 


460 


AAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA 


519 


Db 


481 


IIMMIIIIIMIIIIIIIIIIIIIIMMMIMIIMIIIIIIMIIMIIMIMI 

AAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA 


540 


Qy 


520 


CCGGT 524 




Db 


- 541 


MM! 

CCGGT 545 





RESULT 5 
BQ706212 

LOCUS BQ706212 918 bp mRNA linear EST 16-JUL-2002 

DEFINITION AGENCOURT_83 53 24 7 NIH_MGC_113 Homo sapiens cDNA clone IMAGE : 627822 6 

5 ' , mRNA sequence . 
ACCESSION BQ7 06212 



VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



BQ706212.1 GI:21845111 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 918) 

NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Dr. Mark Watson 
cDNA Library Preparation: Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 

found through the I.M.A.G.E. Consortium/LLNL at: 

http : / / image . llnl . gov 

Plate: LLCM24 65 row: n column: 19 

High quality sequence stop: 64 9. 
Location/Qualifiers 
1. .918 

/organism^ "Homo sapiens" 

/ mol__type= "mRNA" 

/ db_xr e f = " t axon : 9 6 0 6 " 

/clones" IMAGE: 62 7822 6" 

/lab_host-"DH10B (phage-resistant ) " 

/clone_lib="NIH_MGC_113 " 

/note="Organ: spleen; Vector: pOTB7; Site_l : Xhol; Site_2 : 
EcoRI; cDNA made by oligo-dT priming. Direct ionally cloned 
into EcoRI/XhoI sites using the following 5' adaptor: 
GGCACGAG ( G ) . Library constructed by Ling Hong in the 
laboratory of Gerald M. Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and 
Superscript II RT (Life Technologies) . Note: this is a 
NIH_MGC Library. " 



ORIGIN 



Query Match 8 0.0%; 

Best Local Similarity 88.1%; 
Matches 48 0; Conservative 



Score 419; DB 5; Length 918; 
Pred. No. 3.9e-107; 
0; Mismatches 35; Indels 30; 



Gaps 



l; 



Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 



10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

I MIMIMIMIIIIIIIIIIIIIIIIIIIIIIIIIMIIII Ml II I Mill ll 

18 AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 77 
7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 e 1 1 r 1 1 1 1 1 1 1 1 1 f e 1 1 1 1 1 1 f r 1 1 1 1 1 f i f 1 1 1 

7 8 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 13 7 
13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

MIMM MIMIIIIII II I It ! 1 1 1 I Ill' lllllllllllll I 

13 8 ACCTGCGCTGTCTATGGTGGGTCCTTCAGTGATTACTACTGGACCTGGATCCGCCAGTCC 197 
190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

Mill Mill IIMIMIIIIMI IIIIIIIIIIMIIIIIIIMI IMMIIMI 



Db 198 CCAGGGAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAAGCAGCAACTACAAC 2 57 

Qy 2 50 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 3 09 

INN IIIIIIIIIIIIMIIIIII MMIIIIIIIIIIIIIIIIIIIMIMI III 

Db 2 58 CCGTCCCTCAAGAGTCGAGTCACCATGTCAGTAGACACGTCCAAGAACCAGTTCTCCCTG 317 
Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAAT 3 65 

M I I M MIIIIMIII IIIMMIIIIMIIIIIIIIIII 1 1 1 1 I II 

Db 318 AAGTTGAGTTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTACGAGGGGTATCGGG 3 77 
Qy 3 66 TAATTGGTTCGACCCTTGGGGCCAGGGAACCCTG 3 99 

II III IIIIIIIIIIMI Mill 

Db 378 GCCATTCTTGGAGTCGTAAAGACCCCCGCACGGCCTGACTATTGGGGCCAGGGAGCCCTG 437 

Qy 4 00 GTCACCGTCTCCTCAGCCTCAACCAAGGGCGCATCGGTCTTCCCCCTGGCACCCTCCTCC 4 59 

1 1 II M 1 1 1 M M II M M I I f I M f f i 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 f 1 1 1 f I i 1 1 1 1 1 1 1 

Db 43 8 GTCACCGTCTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCGTCC 4 97 

Qy 4 60 AAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA 519 

M 1 1 II 1 1 1 II 1 1 1 1 1 II 1 1 1 M II I M I II 1 1 1 1 1 1 1 1 1 1 1 II M II I II 1 1 1 1 1 1 1 1 1 

Db 4 98 AAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA 557 

Qy 520 CCGGT 524 

Mill 

Db 558 CCGGT 562 

RESULT 6 
BQ705980 

LOCUS BQ705980 974 bp mRNA linear EST 16-JUL-2002 

DEFINITION AGENCOURT_83 51717 NIH_MGC_113 Homo sapiens cDNA clone IMAGE : 62 82235 

5 1 , mRNA sequence. 
ACCESSION BQ7 05 980 

VERSION BQ705980.1 GI: 21844879 

KEYWORDS EST . 

SOURCE Homo sapiens (human) 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 974) 

AUTHORS NIH-MGC http://mgc.nci.nih.gov/. 

TITLE National Institutes of Health, Mammalian Gene Collection (MGC) 

JOURNAL Unpublished (1999) 
COMMENT Contact: Robert Strausberg, Ph.D. 



Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Dr. Mark Watson 
cDNA Library Preparation: Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 

found through the I.M.A.G.E. Consortium/LLNL at: 

http://image.llnl.gov 

Plate: LLCM2476 row: e column: 20 
High quality sequence stop: 596. 
FEATURES Location/Qualifiers 
source 1. .974 

/organism="Homo sapiens" 



/mol_type= "mRNA" 
/db_xref ="taxon : 9606" 
/clones" IMAGE : 62 82 23 5 " 
/lab_host= n DH10B (phage-resistant ) " 
/clone_lib="NIH_MGC_113" 

/note="Organ: spleen; Vector: pOTB7; Site_l : Xhol; Site_2 : 
EcoRI; cDNA made by oligo-dT priming. Directionally cloned 
into EcoRI/XhoI sites using the following 5' adaptor: 
GGCACGAG (G) . Library constructed by Ling Hong in the 
laboratory of Gerald M. Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and 
Superscript II RT (Life Technologies). Note: this is a 
NIH_MGC Library. » 

ORIGIN 

Query Match 80.0%; Score 419; DB 5; Length 974; 

Best Local Similarity 88.1%; Pred . No. 4e~107; 

Matches 480; Conservative 0; Mismatches 35; Indels 30; Gaps 1; 



Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 69 

I IMMIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIMIII MINIMI I III! 

Db 3 0 AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 8 9 

Qy 7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

Milll II I IIMIMI I Mill I MIIMIIIIIMI III IIMMII MMII I MM 

Db 90 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 14 9 

Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

I MIMMIIIIIIIMI IMIIIIMI IMIMIMM IIIIIMIIIMI I 

Db 15 0 ACCTGCGCTGTCTATGGTGGGTCCTTCAGTGATTACTACTGGACCTGGATCCGCCAGTCC 2 09 

Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

Mill Mill 1 1 1 1 II I M 1 1 1 1 ; MMMIMIMI I II MM I 1 : 1 1 1 1 1 1 1 1 

Db 210 CCAGGGAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAAGCAGCAACTACAAC 269 

Qy 2 50 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 3 09 

Mill 1 1 1 1 1 1 1 f 1 1 1 1 ! 1 1 1 1 1 1 1 IIIIIIIIIMMIIIIIMIMIIIIM III 

Db 270 CCGTCCCTCAAGAGTCGAGTCACCATGTCAGTAGACACGTCCAAGAACCAGTTCTCCCTG 32 9 
Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAAT 3 65 

M MM IMIMIMM ' II II II II II II II II 1 1 II II 1 1 Mill II 

Db 33 0 AAGTTGAGTTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTACGAGGGGTATCGGG 3 89 
Qy 366 TAATTGGTTCGACCCTTGGGGCCAGGGAACCCTG 3 99 

II III MIMMMMM Mill 

Db 3 90 GCCATTCTTGGAGTCGTAAAGACCCCCGCACGGCCTGACTATTGGGGCCAGGGAGCCCTG 44 9 

Qy 4 00 GTCACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCC 4 59 

M MIMIIMI III I MM 1 1 1 1 1 1 1 f 1 1 1 1 1 M 1 : 1 1 1 1 1 1 1 1 1 1 1 ; I : 1 1 

Db 450 GTCACCGTCTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCC 509 

Qy 4 60 AAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA 519 

II I II 1 1 1 1 1 1 1 M 1 1 II II I II II II II II II II II II II I II I II I II 1 1 II II II 1 1 

Db 510 AAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA 569 

Qy 520 CCGGT 524 

Mill 



Db 



5 70 CCGGT 5 74 



RESULT 7 
BQ708110 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



BQ708110 936 bp mRNA linear EST 16-JUL-2002 

AGENCOURT_83 54 0 95 NIH_MGC_113 Homo sapiens cDNA clone IMAGE : 6278615 
5 ■ , mRNA sequence . 
BQ708110 

BQ708110.1 GI:21847009 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 936) 
NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 

Unpubl i shed (1999) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Dr. Mark Watson 
cDNA Library Preparation: Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 

found through the I.M.A.G.E. Consort ium/LLNL at: 

ht tp : / / image . 1 lnl . gov 

Plate: LLCM24 66 row: n column: 24 

High quality sequence stop: 552. 
Location/ Qualifiers 
1. .936 

/organism= "Homo sapiens" 
/ mol_type= "mRNA" 
/db_xref ="taxon: 9606" 
/ clone= " IMAGE : 6278615" 
/lab_host="DH10B (phage-resistant) " 
/ c lone_l ib= " NIH_MGC_1 1 3 " 

/note="0rgan: spleen; Vector: pOTB7; Site_l : Xhol; Site_2 : 
EcoRI; cDNA made by oligo-dT priming. Directionally cloned 
into EcoRl/XhoI sites using the following 5' adaptor: 
GGCACGAG (G) . Library constructed by Ling Hong in the 
laboratory of Gerald M. Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and 
Superscript II RT (Life Technologies) . Note: this is a 
NIH_MGC Library. " 



ORIGIN 



Query Match 79.7%; 
Best Local Similarity 87.8%; 
Matches 481; Conservative 



Score 417 . 6; DB 5 
Pred. No. 9 . 7e-107 
0; Mismatches 34 



Length 93 6; 

Indels 33; Gaps 



1; 



Qy 
Db 

Qy 



1 0 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

I IIIIIMIMMIIIIIIIIIIMIIIIIIMIIMMIMI 1 1 1 1 1 1 1 1 1 1 1 1 II 

2 3 AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 82 
7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 



Mill I IMIIMIIMIIIIIIIIMIIIIIMMIIIIIIIMIIIIIIIMIII 

Db 8 3 CAGGTACTACTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 14 2 

Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

MIIIIIIIIIMIIMIM MINIUM MMMMMIMM IIIIIMM I 

Db 14 3 ACCTGCGCTGTCTATGGTGGGTCCTTCAGTGATTACTACTGGAGCTGCATCCGCCAGTCC 2 02 

Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

Mill Mill M 1 1 1 1 1 M M II I MUM MM Ml I MM I I Mill I II II I 

Db 2 03 CGAGGGAAGGGGCTGGAGTGGATTGGGGAAATCGATCATAGTGGAAACACCAACTACAAC 2 62 

Qy 2 5 0 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 3 0 9 

Mill IMIIIIIIMMIIIMIIIIIMIMIMIIIIIIIIIIIIIIIIIII III 

Db 2 63 GCGTCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCCCTG 3 22 
Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGA 358 

II Mill I II II M II M 1 1 M ! 1 1 If I 1 1 1 1 MIMIMIMM 

Db 3 23 AAGCTGAGGTCTGTGACCGCCGCGGACACGGCTGTTTATTACTGTGCGAGAGGCGGGGCG 3 82 
Qy 3 59 GAGTAATTAATTGGTTCGACCCTTGGGGCCAGGGAACC 3 96 

III II II II MM IIIIIMIIIIMM 

Db 3 83 TTACTATGGTTCGGGGAGTTAGGAGACCTTTCTTCCTTTGACCACTGGGGCCAGGGAACC 4 42 

Qy 3 97 CTGGTCACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCC 4 56 

IIIIIIIIMIIIIMIIIIMI MMMMMMMMMMMMMMMMIMI 

Db 44 3 CTGGTCACCGTCTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCC 5 02 

Qy 4 57 TCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCC 516 

M 1 1 1 1 1 M I M 1 1 M I II 1 1 1 II 1 1 II M M I II I II II M 1 1 M 1 1 II 1 1 II 1 1 1 II 

Db 5 03 TCCAAGAGCACCTCTGGGGGCACAGCAGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCC 562 

Qy 517 GAACCGGT 524 

Illlllll 
Db 563 GAACCGGT 570 



RESULT 8 
BQ711045 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



BQ711045 901 bp mRNA linear EST 16-JUL-2002 

AGENCOURT 79 83112 NIH_MGC_113 Homo sapiens cDNA clone IMAGE : 62 15 52 7 
5 1 , mRNA sequence . 
3Q711045 

BQ71104 5 . 1 GI : 2184 9944 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 901) 

NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 

Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Dr. Mark Watson 
cDNA Library Preparation: Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 



DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E. Consort ium/LLNL at: 
http : // image . llnl . gov 
Plate: LLCM2384 row: j column: 08 
High quality sequence stop: 653. 
FEATURES Location/Qualifiers 
source 1. .901 

/organism= "Homo sapiens" 

/mol_type="mRNA" 

/db_xref ="taxon: 9606" 

/clone= " IMAGE : 62 15527 " 

/lab_host="DH10B (phage-resistant) " 

/clone_lib="NIH_MGC_113" 

/note- "Organ: spleen; Vector: pOTB7; Site_l: Xhol; Site_2 : 
EcoRI; cDNA made by oligo-dT priming. Directionally cloned 
into EcoRl/XhoI sites using the following 5' adaptor: 
GGCACGAG(G). Library constructed by Ling Hong in the 
laboratory of Gerald M. Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and 
Superscript II RT (Life Technologies). Note: this is a 
NIH MGC Library." 

ORIGIN 

Query Match 79.5%; Score 416.8; DB 5; Length 901; 

Best Local Similarity 88.2%; Pred . No. 1.6e-106; 

Matches 473; Conservative 0; Mismatches 42; Indels 21; Gaps 1; 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

I MINI Mil Ml lllllllll 1 1 1 ; 1 1 1 1 1 1 1 1 1 1 1 ; 1 1 ! I IIIIIMIIIIIII 

Db 21 AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 8 0 

Qy 7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

Ml MM MM I MMMMMMMMMMMMMMMIMMMMMMM 

Db 81 CAGATGCACCTACAACAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 14 0 - 

Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

1 1 1 II 1 1 Mill llllll MIMMMMIIMIMMMIMM IIIMIII I 

Db 141 ACCTGCGGTGTCTCTGGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGGTCCGCCAGTCC 2 00 

Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

1 1 1 1 1 MMI MMMMMMM MMIMMM MMMM MM IIIIIMI 

Db 2 01 CCAGGGAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAACCACCGACTACAAC 2 60 

Qy 2 50 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 3 09 

Mill MMMMMIMMIMMMIMI III Illllll II II Mill III 

Db 2 61 CCGTCCCTCAAGAGTCGAGTCACCATATCAGTCGACGCGTCCAAAAAGCAATTCTCCCTG 32 0 

Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAA- 3 68 

I MM MMIMMM II I Illllll III Mill MM MM I III I 

Db 3 21 ATGCTGACGTCTGTGACCGCCGCGGACACGGGTGTCTATTATTGTGGGAGACTTATTTAC 3 80 
Qy 3 69 TTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTC 4 08 

llllllll MMIMMMMMIMIMMIMI 

Db 3 81 GCACTTTGGAGAGCCCGATCCGCGTTCGACCACTGGGGCCAGGGAACCCTGGTCACCGTC 440 



Qy 



4 0 9 TCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACC 468 



Db 441 TCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACC 50 0 

Qy 46 9 TCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

MMIIIIIMIIIIIIMIIIIMIIIMIIMIIIIIIIIIMIIIMIMIII 

Db 501 TCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 556 



RESULT 9 
BQ710311 

LOCUS BQ710311 922 bp mRNA linear EST 16-JUL-2002 

DEFINITION AGENCOURT_84182 90 NIH_MGC_113 Homo sapiens cDNA clone IMAGE : 6281411 

5 ' , mRNA sequence . 
ACCESSION BQ710311 

VERSION BQ710311.1 GI:21849210 

KEYWORDS EST . 

SOURCE Homo sapiens (human) 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 {bases 1 to 922) 

AUTHORS NIH-MGC http://Tngc.nci.nih.gov/. 

TITLE National Institutes of Health, Mammalian Gene Collection (MGC) 

JOURNAL Unpublished (1999) 
COMMENT Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 
Tissue Procurement: Dr. Mark Watson 
cDNA Library Preparation: Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E. Consortium/ LLNL at: 
http://image.llnl.gov 
Plate: LLCM2474 row: c column: 12 
High quality sequence stop: 713. 
FEATURES Location/Qualifiers 
source 1. .922 

/organism="Homo sapiens" 

/ mol_typ e = " mRNA " 

/ db_xr e f = " t axon -.9606" 

/clone=" IMAGE : 62 81411 " 

/lab_host="DH10B (phage-resistant ) " 

/clone_lib="NIH_MGC_113 » 

/note="0rgan: spleen; Vector: pOTB7; Site__l : Xhol; Site_2 : 
EcoRI; cDNA made by oligo-dT priming. Direct ionally cloned 
into EcoRl/XhoI sites using the following 5' adaptor: 
GGCACGAG (G) . Library constructed by Ling Hong in the 
laboratory of Gerald M. Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and 
Superscript II RT (Life Technologies) . Note: this is a 
NIH_MGC Library. " 

ORIGIN 



Query Match 79.5%; Score 4 16.8; DB 5 

Best Local Similarity 88.2%; Pred . No. 1.6e-106 
Matches 4 73; Conservative 0; Mismatches 42 



Length 92 2; 

Indels 21; Gaps 1; 



Qy ' 


10 


ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 


69 


Db 


20 


1 IIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIMI IIIIIIIIIIIMI 

AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 


79 


Qy 


70 


CAGGTGGAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 

Ml MM Mill 1 i 1 f 1 1 1 1 1 1 1 1 1 1 1 i f i 1 1 1 1 1 E f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f r 

CAGATGCACCTACAACAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 


129 


Db 


80 


139 


Qy 


13 0 


ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 


189 


Db 


140 


MIMM Mill MINI IIMIIIIMIIIIIIIMIMIIIII 1 1 1 1 i 1 1 1 1 

ACCTGCGGTGTCTCTGGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGGTCCGCCAGTCC 


199 


Qy 


190 


CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 


249 


Db 


200 


Mill Mill MM IIIIMIIII IMMMMIIIMIMM MM MM MM 

CCAGGGAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAACCACCGACTACAAC 


259 


Qy 


250 


CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 


309 


Db 


260 


Mill 1! 1 1 1 It t M 1 1 If 1 1 1 1 M 1 1 II M Ml MIMM M II Mill Ml 

CCGTCCCTCAAGAGTCGAGTCACCATATCAGTCGACGCGTCCAAAAAGCAATTCTCCCTG 


319 


Qy 


310 


AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAA- 

1 Nil MIMM MM MIMM III III Mill MM MM 1 Ml 1 

ATGCTGACGTCTGTGACCGCCGCGGACACGGGTGTCTATTATTGTGGGAGACTTATTTAC 


368 


Db 


320 


379 


Qy 


369 


TTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTC 

llllllll IMIMMMMIMMMMIIMM 

GCACTTTGGAGAGCCCGATCCGCGTTCGACCACTGGGGCCAGGGAACCCTGGTCACCGTC 


408 


Db 


380 


439 


Qy 


4 0 9 


TCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACC 

M 1 1 M II 1 II Ml MIMI II II II II Ml Mill II MM III MINI Mill Ml 

TCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACC 


468 


Db 


440 


499 


Qy 


469 


TCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

Mill IIIIMIIII III III MMMM MIMM II II 1 II M 1 M M 1 M 1 1 1 

TCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 5 5 5 




Db 


500 





RESULT 10 

BQ712501 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



NIH 



94 3 bp 
MGC 113 Homo 



mRNA linear EST 16-JUL-2002 
sapiens cDNA clone IMAGE : 6303038 



BQ712501 

AGENCOURT_8 5 0153 5 
5 ' , mRNA sequence . 
BQ712501 

BQ712 5 01 .1 GI : 218514 00 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 943) 
NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 
Email: cgapbs-r@mail.nih.gov 
Tissue Procurement: Dr. Mark Watson 
cDNA Library Preparation: Rubin Laboratory 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E. Consortium/ LLNL at: 
http : // image . llnl . gov 
Plate: LLCM2521 row: h column: 15 
High quality sequence stop: 523. 
FEATURES Location/Qualifiers 
source 1. .943 

/organism= "Homo sapiens" 
/ mo l_t yp e = " mRNA " 
/db_xref ="taxon: 9606" 
/clones" IMAGE: 63 03 03 8" 
/lab_host="DH10B (phage-resistant) " 
/clone_lib= "NIH_MGC_113 " 

/note= "Organ: spleen; Vector: pOTB7; Site_l : Xhol; Site_2 : 
EcoRI; cDNA made by oligo-dT priming. Directionally cloned 
into EcoRl/XhoI sites using the following 5' adaptor: 
GGCACGAG(G). Library constructed by Ling Hong in the 
laboratory of Gerald M. Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and 
Superscript II RT (Life Technologies). Note: this is a 
NIH_MGC Library. " 

ORIGIN 

Query Match 79.5%; Score 416.8; DB 5; Length 943; 

Best Local Similarity 88.2%; Pred. No. 1.6e-106; 

Matches 473; Conservative 0; Mismatches 42; Indels 21; Gaps 1; 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 69 

I IIMMIIIMIIIMIIIIIMIIIIIIilllMlllilll IIIMMMMIII 

Db 21 AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 8 0 

Qy 7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

Ml 1 1 1 1 Mill IIIMIIIIIMIIIIMMIIIIIIMIIMIIMIIIIIIIM 

Db 81 CAGATGCACCTACAACAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 14 0 

Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

I 1 1 II I I Mill MIMI MIMMIMMMMMMMIMM I I M I i 1 1 I 

Db 141 ACCTGCGGTGTCTCTGGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGGTCCGCCAGTCC 200 

Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

INI! 1 1 1 1 1 llllllllllllll 1 1 1 1 1 i 1 1 1 1 1 1 M I M 1 1 1 1 1 1 MINIM 

Db 201 CCAGGGAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAACCACCGACTACAAC 260 

Qy 250 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 309 

Mill 1 1 1 1 1 1 1 M 1 1 M I 1 1 1 M 1 1 1 1 1 1 ! Ill lllllll II II Mill III 

Db 2 61 CCGTCCCTCAAGAGTCGAGTCACCATATCAGTCGACGCGTCCAAAAAGCAATTCTCCCTG 32 0 

Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAA- 3 68 

I MM 1 1 1 1 1 1 1 - II : IIIIIIIMI III Mill MM MM I III I 

Db 3 21 ATGCTGACGTCTGTGACCGCCGCGGACACGGGTGTCTATTATTGTGGGAGACTTATTTAC 3 8 0 
Qy 369 TTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTC 408 

I II 1 1 1 II II II I II 1 1 1 1 1 1 1 M I I M I II II M 

Db 381 GCACTTTGGAGAGCCCGATCCGCGTTCGACCACTGGGGCCAGGGAACCCTGGTCACCGTC 44 0 



Qy 40 9 TCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACC 4 68 

MINIUM! MMIIMMMMMMMMMMMMMMIMMIMMIMI 

Db 441 TCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTGCTCCAAGAGGACC 50 0 

Qy 4 69 TCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

IMIMMMMIIMIMIMMMMMMMIIMMMIMMIMIIMM 

Db 501 TCTGGGGGCACAGCGGCCCTGGGCTGCGTGGTCAAGGACTACTTCCCCGAACCGGT 55 6 



RESULT 11 

BQ707968 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



BQ707968 796 bp mRNA linear EST 16-JUL-2002 

AGENCOURT_83 4 72 74 NIH_MGC_113 Homo sapiens cDNA clone IMAGE : 62 7 92 93 
5', mRNA sequence. 
BQ707968 

BQ70796 8 . 1 GI:21846880 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 



FEATURES 

source 



Craniata; Vertebrata; Euteleostomi ; 



Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 796) 

NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Dr. Mark Watson 
cDNA Library Preparation: Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 

found through the I.M.A.G.E. Consortium/ LLNL at: 

http://image.llnl.gov 

Plate: LLCM2468 row: k column: 06 

High quality sequence stop: 552. 
Location/ Qualifiers 
1. .796 

/organism="Homo sapiens" 
/mol_type="mRNA" 
/db_xref ="taxon: 9606" 
/clone=" IMAGE: 62 7 92 93 " 
/lab_host="DH10B (phage-resistant ) " 
/clone_lib="NIH_MGC_113 " 

/note= "Organ: spleen; Vector: pOTB7; Site_l: Xhol; Site_2 : 
EcoRI; cDNA made by oligo-dT priming. Directionally cloned 
into EcoRl/XhoI sites using the following 5* adaptor: 
GGCACGAG ( G ) . Library constructed by Ling Hong in the 
laboratory of Gerald M. Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and' 
Superscript II RT (Life Technologies) . Note: this is a 
NIH_MGC Library. " 



ORIGIN 



Query Match 7 9.3%; 

Best Local Similarity 88.4%; 
Matches 471; Conservative 



Score 415.4; DB 5 
Pred. No. 3.9e-106 
0; Mismatches 41 



Length 796; 
Indels 21; Gaps 



Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 



1 3 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 7 2 

IIIMMMMIMIMMIMMMIMMIMMIMM 1 1 1 1 1 1 1 II 1 1 1 1 1 III 

2 3 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 8 2 
73 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 13 2 

I 1 1 1 Mill IMIIIIIIMIIIIIIIIIIMIIIIMIIIIIimillllMIM 

8 3 ATGCACCTACAACAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 142 
13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGGCACCA 192 

MM MM I MMM 1 1 M I M I ; MM MM I IM 

143 TGCGGTGTCTCTGGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGGTCCGCCAGTCCCCA 2 02 
193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

II Mill MIMIMMMM MIIIIIIIIIIIIIIIM MM MIMIIMM 

2 03 GGGAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAACCACCGACTACAACCCG 2 62 
2 53 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

M IMMMMMMMMMMIMM I M 1 1 1 1 1 II M M MMI IMI 

2 63 TCCCTCAAGAGTCGAGTCACCATATCAGTCGACGCGTCCAAAAAGCAATTCTCCCTGATG 3 2 2 
313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAA 3 68 

MM MMMMMI MMMMM 1 1 1 MMI MM MM I IM I 

32 3 CTGACGTCTGTGACCGCCGCGGACACGGGTGTCTATTATTGTGGGAGACTTATTTACGCA 3 82 

3 69 TTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTCTCC 411 

MMM MMMMMMMMMMMMIIMM 

3 83 CTTTGGAGAGCCCGATCCGCGTTCGACCACTGGGGCCAGGGAACCCTGGTCACCGTCTCC 4 42 
4 12 TCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCT 471 

I M Mill Mill I MM MMMMM MMM Ml IM Mill MMM Mill IM 

443 TCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCT 5 02 

4 72 GGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

II II II 1 1 M II II I II 1 1 1 1 1 1 1 M 1 1 M 1 1 1 1 II M II M M 1 1 II I II M 

5 03 GGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 555 



RESULT 12 

BQ882187 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



BQ882187 971 bp mRNA linear EST 16-AUG-2002 

AGENCOURT_84 93 98 0 NIH_MGC__113 Homo sapiens cDNA clone IMAGE : 63 0254 9 
5 ' , mRNA sequence . 
BQ882187 

BQ882187.1 GI:22274195 
EST . 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates;" 
1 (bases 1 to 971) 
NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 
Email: cgapbs-r@mail.nih.gov 
Tissue Procurement: Dr. Mark Watson 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



FEATURES 

source 



cDNA Library Preparation: Rubin Laboratory 

cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 

found through the I.M.A.G.E. Consort ium/LLNL at: 

http : / /image . llnl . gov 

Plate: LLCM2520 row: d column: 06 
High quality sequence start: 7 
High quality sequence stop: 581. 

Location/Qualifiers 

1. .971 

/organism^ "Homo sapiens" 
/mol_type= "mRNA" 
/db_xref ="taxon: 9606" 
/clone="IMAGE : 6302549" 
/lab_host="DH10B (phage-resistant ) " 
/ c 1 one_ 1 i b = " N I H_MGC _1 1 3 " 
/note= "Organ: spleen; Vector: pOTB7 ; 
EcoRI; cDNA made by oligo-dT priming 

into EcoRl/XhoI sites using the following 5* adaptor: 
GGCACGAG (G) . Library constructed by Ling Hong in the 
laboratory of Gerald M. Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and 
Superscript II RT (Life Technologies) . Note: this is a 
MIH_MGC Library . " 



Site_l: Xhol; Site_2: 
Directionally cloned 



ORIGIN 



Query Match 77.9%; Score 408.4; DB 5; Length 971; 

Best Local Similarity 36.5%; Pred. No. 3.9e-104; 

Matches 479; Conservative 0; Mismatches 36; Indels 39; Gaps 1; 



Qy 

Db 



1 0 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

I IIIIIIIIIIMMIIIIIIIIIIIIIMIIIIIIIIIllll MIIIIIIIMIII 

4 8 AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 107 



Qy 

Db 

Qy 

Db 



7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

' IIIMIIIIIIIII llllllllllllllllll MM: M ! 1 1 1 1 M 1 1 1 1 1 1 

108 CAGGTGCAGCTACAACAGTGGGGCGCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTC 167 
13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

IMMIIIMIII MINI IIIIIIIIIMIIIIIMIMI IMIIIIMIII I 

168 ACCTGCGCTGTCTTTGGTGGGTCCTTCAGTGGTTACTACTGGACTTGGATCCGCCAGTCC 22 7 



Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 



190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

MM 1 1 II I MIMMIMMM llllll f 1 1 1 E 1 ! 1 1 1 1 1 1 1 1 i 1 1 J 1 1 1 1 1 1 1 

22 8 CCAGTGAAGGGGCTGGAGTGGATTGGGGAAATCGATCATAGTGGAAGCACCAACTACAAC 2 87 
2 5 0 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 3 0 9 

MM! MMMMMMMMMMMMI MMMMMMMI I MM! IM 

2 88 CCGTCCCTCAAGAGTCGAGTCACCATATCAGGAGACACGTCCAAGAAGCTATTCTCCCTG 34 7 
310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGAGTAATTAAT 36 9 

II I M 1 1 1 1 I II I M I 1 1 1 1 1 M 1 1 II 1 1 1 1 II 1 1 II II I II Ml 1 1 I I 

3 4 8 AAGGTGACCTCTATGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGAGGCCTCGGT 4 0 7 



370 T- 



- GGTTCGACCCTTGGGGCCAG 3 90 

Ml' Mill Ml II I 



Db 



4 0 8 TCGATTGTTGGCGTG ATGAAAGCCGTCGGGCGCGGAAGGGGGTTCGACCCCTGGGGCCAG 4 6 7 



Qy 

Db 

Qy 

Db 

Qy 
Db 



3 91 GGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCA 4 5 0 

IHIM 1 1 MUM MINIM II MM I I II 1 1 II II I II 1 1 II II I II II 1 1 II M I 

4 68 GGAACGGTGGTCACCGTCTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCGGCTGGCA 52 7 

4 51 CCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTAC 510 

MMIMIIIIIIIIIIIIIIIIIMIIIIM IMIIMIIIIIIIIIIIIIIIIIIII 

52 8 CCCTCCTCCAAGAGCACCTCTGGGGGCACAGCAGCCCTGGGCTGCCTGGTCAAGGACTAC 5 87 

511 TTCCCCGAACCGGT 524 

llllllllllllll 

5 88 TTCCCCGAACCGGT 601 



RESULT 13 

BQ712107 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 



Craniata; Vertebrata; Euteleostomi , 
Catarrhini; Hominidae; Homo. 



BQ712107 1001 bp mRNA linear EST 16-JUL-2002 

AGENCOURT_83 5404 9 NIH_MGC_113 Homo sapiens cDNA clone IMAGE : 6278301 
5 ' , mRNA sequence . * 
BQ712107 

BQ712107 .1 GI: 218 51006 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata,- 
Mammalia; Eutheria; Primates ; 
1 (bases 1 to 1001) 
NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpub 1 i shed (19 9 9) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Dr. Mark Watson 
cDNA Library Preparation: Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 

found through the I.M.A.G.E. Consort ium/LLNL at: 

http : // image . llnl . gov 

Plate: LLCM2466 row: a column: 22 

High quality sequence stop: 4 95. 
Location/Qualifiers 
1. .1001 

/organism^ "Homo sapiens" 
/ mol_type= "mRNA" 
/db__xref ="taxon: 9606" 
/clone=" IMAGE: 6278301" 
/Iab_host="DH10B (phage -resistant) " 
/clone_lib="NIH_MGC_113 " 
/note= "Organ: spleen; Vector: pOTB7; 
EcoRI; cDNA made by oligo-dT priming. 

into EcoRI/XhoI sites using the following 5" adaptor: 
GGCACGAG (G) . Library constructed by Ling Hong in the 
laboratory of Gerald M . Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and 
Superscript II RT (Life Technologies). Note: this is a 



Site_l: Xhol; Site_2: 
Directionally cloned 



ORIGIN 



NIH_MGC Library. 



Query Match 77.4%; Score 405.8; DB 5; Length 1001; 

Best Local Similarity 88.1%; Pred. No. 2.1e-103; 

Matches 4 73; Conservative 0; Mismatches 42; Indels 22; Gaps 2; 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

I IMIMIIIIIMIIIIIIIMIIIIIIIIIMIIIIIIIII 1 1 1 1 1 1 1 1 1 M I I 

Db 21 AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 8 0 

Qy 7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

1 1 1 MM MMI MMMMMMMMMMMMMMMMMMMMMMI 

Db 81 CAGATGCACCTACAACAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACGCTGTCCCTC 14 0 

Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 18 9 

i'lM Mill 1 1 1 1 1 1 IIIIIIIIIIIIIIIMIIMIIIIII MINIM I 

Db 141 ACCTGCGGTGTCTCTGGTGGGTCCTTCAGTGGTTACTACTGGAGCTGGGTCCGCCAGTCC 2 00 

Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

Mill Mill 1 1 1 I M 1 1 1 1 1 1 M MMMMMMMIMM MM 1 1 1 1 ! II I 

Db 201 CCAGGGAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAACCACCGACTACAAC 2 60 

Qy 25 0 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTG 3 09 

MMI IMMMIIIMMIIIIIIIIMM III IIIMM II II Mill III 

Db 261 CGGTCCCTCAAGAGTCGAGTCACCATATCAGTCGACGCGTCCAAAAAGCAATTCTCCCTG 32 0 

Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGGTGTGTATTACTGTGCGAGAGTAATTAA- 3 68 

I MM IMIMIMM MINIM Ml MMI MM MM I III I 

Db 321 ATGCTGACGTCTGTGACCGCCGCGGACACGGGTGTCTATTATTGTGGGAGACTTATTTAC 3 80 
Qy 3 69 TTGGTTCGACCCTTGGGGCCAGGGAACCCTGGTCACCGTC 4 08 

MMIMI MMMMMMMMMMMIMM 

Db 381 GCACTTTGGAGAGCCCGATCCGCGTTCGACCACTGGGGCCAGGGAACCCTGGTCACCGTC 44 0 

Qy 4 09 TCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACC 4 68 

MMMMMI MMMMMMMMMMMMMMMMMMMMMMMM 

Db 441 TCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACC 500 

Qy 469 TCTGGGGGCACAGC-GGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

MMMMMMM M M M M M M M M M M M M M M M M M M M M M 

Db 501 TCTGGGGGCACAGCGGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 557 



RESULT 14 

BQ711708 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 



911 bp 
MGC 113 Homo 



BQ711708 

AGENCOURT_847 5 0 90 NIH_ 
5 ' , mRNA sequence . 
BQ711708 

BQ7 117 08.1 GI : 21850607 
EST . 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates ,- 
1 (bases 1 to 911) 



mRNA linear EST 16-JUL-2002 
sapiens cDNA clone IMAGE : 6301572 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



AUTHORS 
TITLE 
JOURNAL 
COMMENT 



FEATURES 

source 



NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement : Dr. Mark Watson 
cDNA Library Preparation: Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 

found through the I.M.A.G.E. Consortium/LLNL at: 

http : // image . llnl . gov 

Plate: LLCM2517 row: k column: 13 

High quality sequence stop: 630. 
Location/Qualifiers 
1. .911 

/organism="Homo sapiens" 
/mol_type= " mRNA " 
/db_xref ="taxon: 9606" 
/clone= " IMAGE :6301572" 
/lab_host="DH10B (phage-resistant ) " 
/clone_lib="NIH_MGC_113" 

/note="0rgan: spleen; Vector: pOTB7; Site_l: Xhol; Site_2 : 
EcoRI ; cDNA made by oligo-dT priming. Directionally cloned 
into EcoRl/XhoI sites using the following 5' adaptor: 
GGCACGAG ( G ) . Library constructed by Ling Hong in the 
laboratory of Gerald M. Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and 
Superscript II RT (Life Technologies). Note: this is a 
NIH_MGC Library." 



ORIGIN 



Query Match 77.2%; Score 404.6; DB 5; Length 911; 

Best Local Similarity 88.0%; Pred. No. 4.6e-103; 

Matches 453; Conservative 0; Mismatches 59; Indels 3; Gaps 



1; 



Qy 

Db 



1 3 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCTCAG 7 2 

I II III Mill III Mill MINI Mill M Mil M I llllllllllllll III 

17 ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCCCAG 7 6 



Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 



7 3 GTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTCACC 132 

MINIM III III I II I llllllll 1 1 ! 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II I M 1 1 1 1 1 1 

7 7 GTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTCACC 13 6 

13 3 TGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCACCA 192 

Ml MUM MMM III till 1 1 1 f I i 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

13 7 TGCACTGTCTCTGGTGGCTCCACCAGTAGTTACTACTGGAGCTGGATCCGGCAGCCCGCC 196 

193 GGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAACCCG 2 52 

II Mill llllllll MMM Mill Mill I 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 

197 GGGAAGGGACTGGAGTGGATTGGACGTATCTATACCAGTGGGAGCACCGACTACAACCCC 2 56 

2 53 TCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCTCTGAAA 312 

II MMMII IMIMI III III I I I M i 1 1 1 1 1 1 1 1 llllllll Mill 

2 57 TCCCTCAAGAGTCGAGTCAACATGTCAATTGACACGTCCAAGAAACAGTTCTCCCTGAAG 316 



Qy 



313 CTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAG AGTAATTAAT 3 69 



MM MMMMMM MMMMMI M MMI MIMI I I 

Db 317 CTGACCTCTGTGACCGCCGCGGACACGGCCGTATATTATTGTGCGCGTTCGTCGTCCGGT 3 76 

Qy 3 70 TGGTTCGACGCTTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAGGGC 42 9 

MMI Ml MMMMMMM MMMMMMMMMMMI MMMMI 

Db 3 77 TGGTTTGACTACTGGGGCCAGGGAACGCTGGTCACCGTCTCCTCAGGCTCCACCAAGGGC 4 3 6 

Qy 43 0 CCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTG 4 89 

I MMM MM MM I M M M M M M M M M M I M M M M M MIMMMMM 

Db 43 7 CCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTG 4 96 

Qy 4 90 GGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGT 524 

MMMMMMMMIMMMMMMMIMI 

Db 4 97 GGCTGCCTGGTCAAGGACTACTTGCCGGAACCGGT 531 



RESULT 15 

BQ709996 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



BQ709996 912 bp mRNA linear EST 16-JUL-2002 

AGENCOURT_84 74 918 NIH_MGC_113 Homo sapiens cDNA clone IMAGE : 6 3 01657 
5 1 , mRNA sequence . 
BQ709996 

BQ709996.1 GI:21848895 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 912) 

NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 

Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Dr. Mark Watson 
cDNA Library Preparation: Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 

found through the I.M.A.G.E. Consort ium/LLNL at: 

http : //image . llnl . gov 

Plate: LLCM2517 row: o column: 02 

High quality sequence stop: 579. 
Location/Qualifiers 
1. .912 

/organism="Homo sapiens" 
/mol type- "mRNA" 
/db_xref ="taxon: 9606" 
/ clone= " IMAGE : 63 01657" 
/lab_host="DH10B (phage-resistant ) " 
/ c lone_l ib= " NIH_MGC_1 1 3 " 

/note= "Organ: spleen; Vector: pOTB7; Site_l : Xhol; Site_2 : 
EcoRI; cDNA made by oligo-dT priming. Direct ionally cloned 
into EcoRl/XhoI sites using the following 5 ! adaptor: 
GGCACGAG (G) . Library constructed by Ling Hong in the 
laboratory of Gerald M. Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and 



ORIGIN 



Superscript II RT (Life Technologies). Note: this is a 
NIH^MGC Library. " 



Query Match 77.1%; Score 403.8; DB 5; Length 912; 

Best Local Similarity 85.8%; Pred. No. 7.7e-103; 

Matches 478; Conservative 0; Mismatches 37; Indels 42; Gaps 1; 
Qy 10 ACCATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCTAGATGGGTCCTGTCT 6 9 

i MMiiiiiiiiiiiiiiiiiMiiiiiiiiiiiiiiiiiii iiiiiiiimiii 

Db 21 AACATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGTCC 8 0 

Qy 7 0 CAGGTGCAGCTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 12 9 

I III Mill I II III II MMlMMI MMIM MMM MIMIII MIMM Ml 

Db 81 CAGGTGCAGTTACAGCAGTGGGGCGCAGGACTGTTGAAGCCTTCGGAGACCCTGTCCCTC 14 0 

Qy 13 0 ACCTGCGCTGTCTATGGTGGTTCCTTCAGTGGTTACTACTGGAGCTGGATCCGCCAGCCA 1'89 

IIIIIIIIIMIIIIIIMI IMMMIIIIII MINI IIIIIIIIMIII I 

Db 141 ACCTGCGCTGTCTATGGTGGGTCCTTCAGTGGTTGCTACTGGACCTGGATCCGCCAGTCC 2 00 

Qy 190 CCAGGTAAGGGTCTGGAGTGGATTGGTGAAATCAATCATAGTGGAAGCACCAACTACAAC 24 9 

Mill Mill I M >' I f : 1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 E 1 1 1 1 1 1 1 Mill 1 1 1 M 1 1 

Db 201 CCAGGGAAGGGGCTGGAGTGGATTGGGGAAATCAATCATAGTGGAAACACCACCTACAAC 2 60 

Qy 250 CCGTCTCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTGTCTCTG 3 09 

Mill lilllllllll MMlMMI MM Mill II Ml 1 1 Mill I III 

Db 261 CCGTCCCTCAAGAGTCGCGTCACCATATCAATAGACACGTCCAAGAATCAGTTCTCCCTG 32 0 
Qy 310 AAACTGAGCTCTGTGACCGCTGCGGACACGGCTGTGTATTACTGTGCGAGA 3 60 

MMIM IIMMIMM MIMIII MMM MIMIII MMM I 

Db 321 AAACTGACTTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGAGGCTGGGCC 3 80 
Qy 361 -GTAATTAATTGGTTCGACCCTTGGGGC 387 

I I III Ml 1 1 1 1 1 1 

Db 3 81 CCGGCCTCTTGGGTGGTTTTTGGAGTGGTTCCCGACGGCCACAGCTTTGACTACTGGGGC 44 0 

Qy 3 8 8 CAGGGAACCCTGGTCACCGTCTCCTCAGCCTCAACCAAGGGCCCATCGGTCTTCCCCCTG 44 7 

1 1 1 1 1 1 1 II II 1 1 1 II 1 1 II 1 1 1 II 1 1 1 II II 1 1 II 1 1 1 1 1 1 1 1 1 II II 1 1 1 II II II I 

Db 441 CAGGGAACCCTGGTCACCGTCTCCTCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTG 500 

Qy 44 8 GCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGAC 5 07 

MMMMMMMMIMIMMMMMIMM 1 1 1 II 1 1 1 II M 1 1 1 1 i 1 1 : 1 M I 

Db 501 GCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCAGCCCTGGGCTGCCTGGTCAAGGAC 5 60 

Qy 5 08 TACTTCCCCGAACCGGT 524 

IIIIIIMIIIIMIII 

Db 561 TACTTCCCCGAACCGGT 577 



Search completed: December 2, 2004, 20:56:37 
Job time : 2730.54 sees 



GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 
Run on : 



Title: 

Perfect score : 
Sequence : 

Scoring table: 



December 2, 2004, 12:19:02 ; Search time 2246.9 Seconds 

(without alignments) 
8839.572 Million cell updates/sec 

US-08-728-463B-220 
420 

1 AAGCTTGCCACCATGATGGT TGGCTGCACCATCTGTCTTC 4 2 0 

IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 4526729 seqs, 23644849745 residues 

Total number of hits satisfying chosen parameters : 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing : Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 



9053458 



Database 



GenEmbl : * 



1 




gb_ba : * 


2 




gb htg : * 


3 




gb__in : * 


4 




gb om : * 


5 




gb ov : * 


6 




gb_pat : * 


7 




gb_ph : * 


8 




gb_pl : * 


9 




gb _pr : * 


10 : 


gb_ro : * 


11 : 


gb_sts : * 


12 : 


gb_sy : * 


13 : 


gb_un : * 


14 : 


gb vi : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result Query 

No. Score Match Length DB ID 



Description 



1 


420 


100 


0 


420 


6 


AR161429 


AR161429 


Sequence 


2 


420 


100 


0 


420 


6 


AR369974 


AR369974 


Sequence 


3 


420 


100 


0 


420 


6 


BD096608 


BD096608 


Transgeni 



A 


420 


inn 

_i_ U U 




J O _L J? 


c 
D 


M.K lb 14 UZ 


APT ^1 AH7 
AK 1 b X 4 U z 




C 

3 


420 


inn 

1 V \J 
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J O 1 !? 


C 
O 


akj b y y y / 


ak 3 d y y y / 


C? 0 m 1 s-\ ri r~~* zzi 
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(Z 


420 
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^ ft 1 Q 


0 


rsuuyboj) 1 


BD096631 


Transgeni 


7 


373 


. 8 


ft Q 




ft 9 4 
o z *± 


Q 


AlDlUlU / 


AY510107 


Homo sapi 


Q 
O 


373 


. 8 


ft Q 




y o d 


y 


■Q r 1 n "7 ~3 7^>i 


BC073764 


Homo sapi 


Q 

y 


370 


. 6 


ft ft 


. z 


Q7 A 

y / 4 


0 


AAjS U D U U (J 


AX305000 


Sequence 


X u 


370 


. 6 


ft ft 
O O 


7 
. Z 


y / ^± 


b 


AAj> U b D z y 


AX306529 


Sequence 


1 1 

J- X 


370 


. 6 


ft ft 


7 

. Z 


Q 7 A 


0 


r5UX J X z 4 b 


BD131246 


Human mon 


1 7 

X z 


369 


ft 1 


Q 
. 27 


4 J -5 


Q 
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0 d y x b z 


S59162 Ig V kappa 


1 J 


1 £Z O 


. b 


ft 7 
o / 


Q 
. O 


T Q ft 
J O O 


b 


AR X b X j5 / 5 


AK161375 


Sequence 


T /I 

X4 


368 


. 6 


ft 7 


Q 


1 ft ft 


b 


AKJ b y y b 0 


AR369968 


Sequence 


1 D 


368 


. 6 


ft 7 


Q 
. O 




b 


oXJU y b b U z 


BUOyb b02 


Transgeni 


1 D 


365 


. 8 


O 7 


. X 


TOO 

/ z o 


c 
D 


BUloz 3 5 3 


BD182353 


Anti CD40 


1 7 
X / 


365 


. 8 


Q 7 


. X 


7 O Q 
/ Z O 


c 
b 


7\ v Q 7777 Q 

AA3 2 / / z y 


AX327729 


Sequence 


1 O 


362 . 


. 6 


ft £ 


7 
. 3 


/ Xb 


b 


7\V"!17777"7 

AA3 z / / z / 


AX327727 


Sequence 


1 Q 

X _? 


357 , 


. 8 


ft 


7 
. z 


4 ,3 y 


b 


AD1 CI 177 

AKlb X 3 / / 


^161377 


Sequence 


o a 
z U 


357 , 


. 8 


O C 

O D . 


■n 
. Z 


4 .3 y 


b 


ax<3 b y y / u 


AR369970 


Sequence 


7 1 

z 1 


357 , 


. 8 


Q C 
O D , 


7 
. z! 


4 jS y 


b 


dJJU y b b U4 


BD096604 


Transgeni 


o 7 
z z 


346, 


. 4 


O 7 

OZ . 


a 

. D 


Q Q £T 

y tf o 


y 


dLUo / u y z 


BC067092 


Homo sapi 


7 1 
Z 3 


343 . 


.4 


O T 

o 1 . 


Q 
. O 


O 7 7 


y 


AY510106 


AY510106 


Homo sapi 


7 A 
z 4 


343 . 


. 4 


ft T 


Q 

. o 


y -z o 


y 


Aiviz y 0 1 / 


AK129817 


Homo sapi 


z o 


340 . 


.2 


ft 1 


. u 


71 1 
/XX 


b 


r*r\n q c a 1 A 

Ly / y d 4 3 4 


CQ795434 


Sequence 


7 £ 

z b 


340 . 


.2 


ft 1 

O X , 


. u 


Q cr 0 

y dj 


y 


I3v_U U D 3 3 z 


BC005332 


Homo sapi 


7 "7 


340 . 


. 2 


ft 1 

O X . 


n 
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y oz 


y 


dLUj4 14 X 


BC034141 


Homo sapi 


7 Q 
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Q 7 Q 

y / y 


y 
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BC073763 


Homo sapi 


7 Q 
Z J 
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p n 


o 
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A 1 ft 

4 j 0 


(Z 

b 


lilJU lb j44 


BD015544 


Human mon 


i n 


337 


ft n 


o 

. z 


A 1 ft 

1 JO 


(Z 

b 


rsXJU y 4 y z z 


BD094922 


Human mon 


-5 1 


335 , 


.4 


7 Q 

/ y . 


Q 

. y 


A O Q 

4 z y 


y 


TIT TM T r» ITTa7 


M74 019 Homo sapien 


"i 7 
J z 


335 , 


. 2 


7 Q 

/ y . 


Q 

. o 


7 7 Q 

/ ^ y 


£Z 

b 


r»4 U 0 y b 


E40896 Humanized a 




335 . 


.2 


/ y . 


Q 

. o 


7 7 Q 

/ z. y 


(Z 

b 


rSJJUyUbZD 


BD090625 


Drug cont 


«5 4 


332 . 


. 2 


/ y . 


, X 


7 T /I 

/ 14 


£Z 

b 


"□TlT OC7QA 


BD185290 


Uses of a 


1 c: 


332 . 


.2 


7 Q 

/ y . 


. X 


7 1 A 


(Z 

b 


O T"\ 7 7 1 7 7 eZ 
OXJz / J / ZD 


BD273726 


Human mon 


D 


332 , 


.2 


7 Q 

/ y . 
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/ 14 


(Z 

b 
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AR454403 


Sequence 


"3 "7 
J / 


332 . 
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7 q 
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7 T /I ■ 

/ 14 


b 
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AX616570 


Sequence 


"3 Q 
3 O 
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BC029444 


Homo sapi 


3 9 


331 . 


. 8 


79 . 


. 0 


3 91 


9 


HSIGKLV57 


X72478 H. 


. sapiens m 


40 


330 . 


. 6 


78 . 


, 7 


948 


9 


BC073791 


BC073791 


Homo sapi 


41 


330 . 


- 6 


78 . 


. 7 


960 


9 


BC056256 


BC056256 


Homo sapi 


42 


329 


78 . 


3 


817 


6 


BD248702 


BD248702 


Immunoglo 


43 


326 . 


. 6 


77. 


8 


430 


9 


AF417853 


AF417853 


Homo sapi 


44 


325 . 


, 8 


77 . 


6 


944 


6 


AX067344 


AX067344 


Sequence 


45 


325 . 


, 8 


77 . 


6 


19040 


6 


BD075127 


BD075127 


Method fo 



ALIGNMENTS 



RESULT 1 
AR161429 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



AR16142 9 42 0 bp DNA 

Sequence 420 from patent US 6255458. 
AR161429 

AR16142 9 . 1 GI : 1622 73 07 

Unknown . 
Unknown . 
Unclassified. 



linear 



PAT 17-OCT-2001 



REFERENCE 1 {bases 1 to 420) 

AUTHORS Lonberg,N. and Kay , R . M . 

TITLE High affinity human antibodies and human antibodies against digoxin 

JOURNAL Patent: US 6255458-A 420 03 - JUL-2001 ; 
FEATURES Location/Qualifiers 
source 1. .420 

/organism= "unknown" 
/mol_type="unassigned DNA" 

ORIGIN 

Query Match 100.0%; Score 42 0; DB 6; Length 42 0; 

Best Local Similarity 100.0%; Pred . No. 3.3e-129; 

Matches 42 0; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 6 0 

IIIIIIIIIIMIIIIIMIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIM 

Db 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 6 0 

Qy 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 120 

I 1 1 1 1 M 1 1 1 I ! : 1 1 I 1 1 1 1 J : 1 1 1 1 < 1 1 1 1 1 ! 1 1 1 ! 1 1 M ( M ! [ ' : M I M 1 1 M I ! I 

Db 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

Qy 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 180 

MM II MM M Mm IMIMMMMMIMM MMMM MUM Illlllll Ml 

Db 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 180 

Qy 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

1 1 1 1 M 1 1 1 1 1 1 1 1 M II M 1 1 II 1 1 1 1 1 M I M M I M 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 E 1 1 1 

Db 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

Qy 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

M 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 E 1 1 1 1 M ! 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 

Db 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

Qy 301 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

1 1 1 ! M 1 1 M 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 i 1 1 1 1 M 1 1 1 1 ! I ! I M 1 1 1 1 1 M I 

Db 301 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

Qy 361 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 f 1 1 f 1 1 1! 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 i 1 1 

Db 3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 



RESULT 2 
AR369974 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



AR369974 

Sequence 22 0 from patent 
AR369974 

AR3 6 9 97 4 .1 GI : 34 6 06414 



42 0 bp DNA 
US 6300129. 



linear 



PAT 12-SEP-2003 



Unknown . 

Unknown . 

Unclassi f ied . 

1 (bases 1 to 420) 

Lonberg,N. and Kay, R . M » 

Transgenic non-human animals for producing heterologous antibodies 
Patent: US 6300129-A 220 09-OCT-2001; 



FEATURES 

source 



ORIGIN 



Location/ Qualifiers 
1. .420 

/ organism^ "unknown" 
/mol_type= "genomic DNA" 



Query Match 100.0%; Score 420; DB 6; Length 420; 

Best Local Similarity 100.0%; Pred. No. 3.3e-129; 

Matches 420; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 

Db 



1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 6 0 

MIIIIMIIIIIIMIIIIIIIIIIIIIMMIMIIIIIIIIIIIIMIilMMIII 

1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 6 0 



Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 



6 1 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

IIIIIIIIMIIIIIIMillllllllllllllllllllllllllllllllllllMIII 

6 1 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 
121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 18 0 

llllllllllllllillllllMIIIIIIIIIIIIIIIIIIIIIIMMMIIIIIIIII 

121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 180 
181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 240 



IMIIIIIIIIIIMIIIIMIII 



1 1 1 1 1 1 1 1 1 1 : 1 



lllllll 



181 . CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 240 

241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

1 1 1 E I ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 [ 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 ! 1 1 1 1 1 

241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 0 0 

3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

IIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIMIIIIIIMIIIIIIIIMIIIIIII 

3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 36 0 



Qy 



Db 



3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

IIIIIIIIIIIMIIIIMMMIIIMIIIIIMIIMIIIIIIIIIMIIMIMIII 

3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 



RESULT 3 
BD096608 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

COMMENT 



BD096608 420 bp DNA linear PAT 27-AUG-2002 

Transgenic non-human animals capable of producing heterologous 
antibodies . 
BD096608 

BD0 96 60 8 . 1 GI: 22 64 2196 

JP 2001527386-A/135 . 

unidentified 

unidentified 

unclassified. 

1 (bases 1 to 420) 

Lonberg,N. and Kay,R.M. 

Transgenic non-human animals capable of producing heterologous 
antibodies 

Patent: JP 2001527386-A 135 25 -DEC-2001; 
GENPHARM INTERNATIONAL 
OS Unidentified 



PN JP 2001527386-A/135 
PD 25-DEC-2001 

PF 01-DEC-1997 JP 1998525687 
PR 02-DEC-1996 US 08/758417 
PI NILS LONBERG , ROBERT M KAY 

PC C12N5/00,C12N5/2 8,C12N5/24,C12N5/10,C07K16/0 0, A61K3 9/00 CC 
Strandedness : Single; 
CC Topology: Linear ; 

CC Transgenic non-human animals capable of 
producing heterologous 
CC antibodies 

FH Key Locat ion/Qualif iers 

FT source 1. .£20 

FT /organism= ' Unidentified 1 . 

FEATURES Locat ion/Qual i f iers 

source 1. .420 

/organism^ "unidentified" 
/mol_type= "genomic DMA" 
/db_xref-"taxon: 32644" 

ORIGIN 

Query Match 100.0%; Score 42 0; DB 6; Length 420; 

Best .Local Similarity 100.0%; Pred. No. 3.3e-129; 

Matches 420; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 6 0 

' IIIIIIIMIMIIMIIMIMIIIIIIIIMIIIIIIIMIIIIMMIIIIIIMII 

Db , 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 6 0 

Qy 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

I E 1 1 E r 1 1 1 1 1 i 1 1 1 i 1 1 f 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 i 1 1 £ i f I E 1 1 1 1 1 1 i 1 1 i 1 1 1 1 

Db 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

Qy 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 180 

1 1 1 1 i M 1 1 1 1 1 1 I II 1 1 M 1 1 1 1 I M 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 18 0 

Qy 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I 
Db 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

Qy 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

MIIIIIIIIIIIIIIIMMIIMIIIMIIIIMIMIIIIIIIIIIIIIIIIIMII 

Db 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

Qy 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

IIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIMIIIMIIIIIIIIIIIIIIIIIIIII 

Db 301 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

Qy 361 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

IIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIMIIIIIIIIIIIIIIIirilll 

Db 3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 



RESULT 4 < 
AR161402 

LOCUS AR161402 3819 bp DNA linear PAT 17-OCT-2001 



DEFINITION Sequence 393 from patent US 6255458. 
ACCESSION AR1614 02 

VERSION AR161402.1 GI : 16227274 

KEYWORDS 

SOURCE Unknown. 

ORGANISM Unknown. 

Unclassified . 
REFERENCE 1 (bases 1 to 3819) 

AUTHORS Lonberg,N. and Kay,R.M. 

TITLE High affinity human antibodies and human antibodies against digoxin 

JOURNAL Patent: US 6255458-A 393 03 - JUL-2001 ; 
FEATURES Location/Qualifiers 
source 1. .3819 

/ organi sm= " unknown " 
/mol_type="unassigned DNA" 

ORIGIN 

Query Match 100.0%; Score 420; DB 6; Length 3819; 

Best Local Similarity 100.0%; Pred. No. 3.6e-129; 

Matches 420; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 60 

MIIIMIIIIIIIMIIMMIIIIIIIIIIIIIIIIMIIMIIIMIMIIMIMI 

Db 2434 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 24 93 

Qy 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! I ! 1 1 1 1 1 1 f 1 1 1 M 1 1 1 M 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 M 

Db 24 94 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 2 553 

Qy 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 18 0 

II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 2554 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 2 613 

Qy 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

Mill I II III III Ml II MUM III Ml IM MMIMM MM IMIIMI MM 

Db 2 614 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 2 67 3 

Qy 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 0 0 

MUM IMM MMM IIMMMMI III II MIMMM IMMMIIIMI MIM 

Db 2 674 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 273 3 

Qy 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 2 73 4 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 2 7 93 

Qy 361 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

MINI Ml III MINI Ml Mill Mill I lllllll III 1 1 Ml 1 1 Mill I MIM 

Db 2 794 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 2 853 



RESULT 5 
AR369997 

LOCUS AR369997 3819 bp DNA linear PAT 12-SEP-2003 

DEFINITION Sequence 243 from patent US 6300129. 
ACCESSION AR369997 

VERSION AR369997.1 GI:34606437 

KEYWORDS 



SOURCE Unknown . 

ORGANISM Unknown. 

Unclassified . 
REFERENCE 1 (bases 1 to 3819) 

AUTHORS Lonberg,N. and Kay, R . M . 

TITLE Transgenic non-human animals for producing heterologous antibodies 

JOURNAL Patent: US 6300129-A 243 09-OCT-2001; 
FEATURES Location/Qualifiers 
source 1. .3819 

/organism= "unknown" 
/mol_type= "genomic DNA" 

ORIGIN 

Query Match 100.0%;- Score 420; DB 6; Length 3819; 

Best Local Similarity 100.0%; Pred. No. 3.6e-129; 

Matches 420; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 60 

MIIIMIIIIMIIMIIIIMMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMM 

Db 24 34 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 24 93 

Qy 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I M I I I I M I 
Db 24 94 GGTTCCAGATGCGACATCCAGATGACCCAGTCTGCATCTTCCGTGTCTGCATCTGTAGGA 2553 

Qy 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 18 0 

IIIIIIIIIIIIIIIIIIMIIIIIIMIIIIIMIIIIIIIIIIIIIIMMIMMII 

Db 2 554 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 2 613 

Qy 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

IIIIIIIIIIIIMIIIIIIIIIIMIIIIIIIMIIIIIIIMIIIIIIIIIIIIIIII 
Db 2 614 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 2 67 3 

Qy 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 300 

M I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I II I i I I I I I II II I I I I I I I I 
Db 2 674 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 2 73 3 

Qy 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

I I M I I I I I I- I I I I I I I II I I I I I I I I I I I I I I I I I I I I I II I I II I I I I I I M I I I I I I 
Db 2 7 34 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 2 7 93 

Qy 3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 420 

I I II I I I I I I I I I I I I I II I I II I I I I I I I M I II I I I I I I II I I I II I I I I II I I I I I I 
Db 2 7 94 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 2 853 



RESULT 6 
BD096631 

LOCUS BD096631 3819 bp DNA linear PAT 27-AUG-2002 

DEFINITION Transgenic non-human animals capable of producing heterologous 

antibodies . 
ACCESSION BD0 96631 

VERSION BD096631.1 GI:22642219 

KEYWORDS JP 2001527386-A/158 . 

SOURCE unidentified 
ORGANISM unidentified 
unclassified . 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

COMMENT 



FEATURES 

source 



ORIGIN 



1 (bases 1 to 3819) 
Lonberg,N. and Kay , R . M - 

Transgenic non-human animals capable of producing heterologous 
antibodies 

Patent: JP 2001527386-A 158 25-DEC-2001; 

GENPHARM INTERNATIONAL 

OS Unidentified 

PN JP 2001527386-A/158 

PD 25-DEC-2001 

PF 01-DEC-1997 JP 1998525687 
PR 02-DEC-1996 US 08/758417 
PI NILS LONBERG, ROBERT M KAY 

PC C12N5/0 0, C12N5/2 8, C12N5/24,C12N5/10, C07K16/00, A61K3 9/00 CC 
Strandedness : Single ; 
CC Topology: Linear; 

CC Transgenic non-human animals capable of 
producing heterologous 
CC antibodies 

FH Key Location/Qualifiers 
FT source 1. .3819 

FT /organism= 1 Unidentified ' . 

Location/Qualif iers 
1. .3819 

/organism= "unidentified" 
/mol_type= "genomic DNA" 
/db xref="taxon: 32644" 



Query Match 
Best Local ; 

Matches 42 0; Conservative 



100.0%; Score, 420; DB 6; Length 3819; 

29; 

0; Mismatches 0; Indels 0; Gaps 0; 



Best Local Similarity 100.0%; Pred. No. 3.6e-129; 



Qy 


i 


AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 


60 


Db 


2434 


MIIMMIIMIIIIIMIIIIIIIIIIMMIIIIIIIIMIMIIMIIIIMMII 

AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 


2493 


Qy 


61 


GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 

MIIIIIIIMIIIMMIIIMMMIMIMIIIIIIIIIIIMIIIIIIIIIIIIII 

GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 


120 


Db 


2494 


2553 


Qy 


121 


GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 

IIMIIIIMIIMIIIIIIIIIIIIIMMMIIIIIMIIIIIIIIMIlilMIIII 

GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 


180 


Db 


2554 


2613 


Qy 


181 


CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 

1 M 1 1 M II 1 1 M 1 1 1 1 M 1 M M 1 1 1 1 II 1 M 1 M II IJ 1 II 1 1 II 1 1 M 1 1 1 M M M 

CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 


240 


Db 


2614 


2673 


Qy 


241 


GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 

II MM MM II MM MINI II Ml 111 It MIIIIIIMIIIMI III III MUM 

GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 


300 


Db 


2674 


2733 


Qy 


301 


AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 

II II 1 1 1 1 1 II II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 M 1 1 II II 1 M 1 M M II 1 II M 1 M 1 
AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 


360 


Db 


2734 


2793 


Qy 


361 


ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 


420 



